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NotI (-1)
1 GCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACA
Pvul (172)
Sgfl (171)
101 AAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAAGGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCA

Agel (254)
201 GAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTAGAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATG

Psp14061 (368)
301 TCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCCGTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAG

HindIII (410)
401 AACACAGCTGAAGCTTCGAGG

501

Nael (606) Ncol (695)
601 CAAGCCACCATG
1 M

AvrIl (720) Xmnl (755)
701 GGAGACCACCTGGACCTTCTCCTAGGAGTGGTGCTCATGGCCGGTCCTGTGTTTGGAATTCCTTCCTGCTCCTTTGATGGCCGAATAGCCTTTTATCGTT
2 G DHLDLLULGVVLMAGPVTFSGI P SCSTFDSGRI AF YR
801 TCTGCAACCTCACCCAGGTCCCCCAGGTCCTCAACACCACTGAGAGGCTCCTGCTGAGCTTCAACTATATCAGGACAGTCACTGCTTCATCCTTCCCCTT
3 F C N L T Q VPQVLNTTE RTLTULTULS ST FNY I RTVTASSTFPTF
Bst11071  (936) Stul (962)
901 TCTGGAACAGCTGCAGCTGCTGGAGCTCGGGAGCCAGTATACCCCCTTGACTATTGACAAGGAGGCCTTCAGAAACCTGCCCAACCTTAGAATCTTGGAC
68 L E Q L Q L L ELGS QY TO®PLTI DKTEAFU RNILUPNLR RI LD
1001 CTGGGAAGTAGTAAGATATACTTCTTGCATCCAGATGCTTTTCAGGGACTGTTCCATCTGTTTGAACTTAGACTGTATTTCTGTGGTCTCTCTGATGCTG
102 L G S S K I Y F L HPDAFQGLTFHLTFETL R RTLYTFTCGL SDA
1101 TATTGAAAGATGGTTATTTCAGAAATTTAAAGGCTTTAACTCGCTTGGATCTATCCAAAAATCAGATTCGTAGCCTTTACCTTCATCCTTCATTTGGGAA
135V L K D G Y F R N L KA L TR LDULJSI KNI QI RS LY LHPSTFGK
Sspl (1239) Xhol (1264)
1201 GTTGAATTCCTTAAAGTCCATAGATTTTTCCTCCAACCAAATATTCCTTGTATGTGAACATGAGCTCGAGCCCCTACAAGGGAAAACGCTCTCCTTTTTT
168 L N S L K S I D F S S NQI FLVCEHETLTEHPLI QGT KTTL S FF
Xmnl (1356)
1301 AGCCTCGCAGCTAATAGCTTGTATAGCAGAGTCTCAGTGGACTGGGGAAAATGTATGAACCCATTCAGAAACATGGTGCTGGAGATACTAGATGTTTCTG
202 S L AA N S L Y SRV S VDWGI KT CMNPTFRNMVLTETLILDVS
Stul (1457)
1401 GAAATGGCTGGACAGTGGACATCACAGGAAACTTTAGCAATGCCATCAGCAAAAGCCAGGCCTTCTCTTTGATTCTTGCCCACCACATCATGGGTGCCGG
235G N G W T V DI T GNTF S NAI S KSQATFSULI LAHHI MGAG
Ball (1550)
1501 GTTTGGCTTCCATAACATCAAAGATCCTGACCAGAACACATTTGCTGGCCTGGCCAGAAGTTCAGTGAGACACCTGGATCTTTCACATGGGTTTGTCTTC
268 F G F H NI K DPDQNTFAGLARSSVRHLUDTLSHGTF VF
1601 TCCCTGAACTCACGAGTCTTTGAGACACTCAAGGATTTGAAGGTTCTGAACCTTGCCTACAACAAGATAAATAAGATTGCAGATGAAGCATTTTACGGAC
302 S L NS R V F E T L KDULIKVLNLAYNZKTINIKI ADTEATFYG
Asull (1755)
1701 TTGACAACCTCCAAGTTCTCAATTTGTCATATAACCTTCTGGGGGAACTTTACAGTTCGAATTTCTATGGACTACCTAAGGTAGCCTACATTGATTTGCA
335L D N L Q VLNLSYNLILSGETLYSSNTFYGLPIKVAY I DL Q
1801 AAAGAATCACATTGCAATAATTCAAGACCAAACATTCAAATTCCTGGAAAAATTACAGACCTTGGATCTCCGAGACAATGCTCTTACAACCATTCATTTT
368 K N H I A I I Q b QTF K F L EKULQTLUDTLUR RIDNALTTII HF
EcoRV (1915) Spel (1938)
1901 ATTCCAAGCATACCCGATATCTTCTTGAGTGGCAATAAACTAGTGACTTTGCCAAAGATCAACCTTACAGCGAACCTCATCCACTTATCAGAAAACAGGC
492 I P S I P DI F L S GNIK ULV TLU®PIKI NLTANTULITIHLSTENT R
Xbal (2007) Acc651 (2034)
2001 TAGAAAATCTAGATATTCTCTACTTTCTCCTACGGGTACCTCATCTCCAGATTCTCATTTTAAATCAAAATCGCTTCTCCTCCTGTAGTGGAGATCAAAC
435¥L E N L D I L Y F L L RV P HULI QI L I L NQNRTFSSTCSGDA QT
2101 CCCTTCAGAGAATCCCAGCTTAGAACAGCTTTTCCTTGGAGAAAATATGTTGCAACTTGCCTGGGAAACTGAGCTCTGTTGGGATGTTTTTGAGGGACTT
468 P S E N P S L E QL FL GENMLIU QLA AWETTETLTCMWDVFEGL
2201 TCTCATCTTCAAGTTCTGTATTTGAATCATAACTATCTTAATTCCCTTCCACCAGGAGTATTTAGCCATCTGACTGCATTAAGGGGACTAAGCCTCAACT
502 S HL Q VLYULNUHNYTULNSTULU®PPGVTFSHLTALI RS GLSTLN
2301 CCAACAGGCTGACAGTTCTTTCTCACAATGATTTACCTGCTAATTTAGAGATCCTGGACATATCCAGGAACCAGCTCCTAGCTCCTAATCCTGATGTATT
535S N R L T VL S HNDIULUPANLTET 'l LDI SRNAO QLULAPNPIUDVF
2401 TGTATCACTTAGTGTCTTGGATATAACTCATAACAAGTTCATTTGTGAATGTGAACTTAGCACTTTTATCAATTGGCTTAATCACACCAATGTCACTATA
568* v S L S v L DI T HNIKF I CE CEUL STF I NWLNUHTNWVT.I
2501 GCTGGGCCTCCTGCAGACATATATTGTGTGTACCCTGACTCGCTCTCTGGGGTTTCCCTCTTCTCTCTTTCCACGGAAGGTTGTGATGAAGAGGAAGTCT
602 A G P P A DI Y CVYPDSLSGVSLTFSULSTTESGTCUDTETEEV
BspHI (2657)
2601 TAAAGTCCCTAAAGTTCTCCCTTTTCATTGTATGCACTGTCACTCTGACTCTGTTCCTCATGACCATCCTCACAGTCACAAAGTTCCGGGGCTTCTGTTT
635*L K S L K F S L F I v CTVTLTLEFLMTI L TVTIKTFRGTF CF
BsrGI (2765)
2701 TATCTGTTATAAGACAGCCCAGAGACTGGTGTTCAAGGACCATCCCCAGGGCACAGAACCTGATATGTACAAATATGATGCCTATTTGTGCTTCAGCAGC
668 | C Y K T A Q R L VF KDWHPQGTTEUZPUDMYKYDAY L CTF SS
2801 AAAGACTTCACATGGGTGCAGAATGCTTTGCTCAAACACCTGGACACTCAATACAGTGACCAAAACAGATTCAACCTGTGCTTTGAAGAAAGAGACTTTG
702 K D F T WV QNATULULIKHLUDTW QY S D QNR RT FNLTCTFTETETRTDTF
2901 TCCCAGGAGAAAACCGCATTGCCAATATCCAGGATGCCATCTGGAACAGTAGAAAGATCGTTTGTCTTGTGAGCAGACACTTCCTTAGAGATGGCTGGTG
735*V P G E N R I A N1 Q DA Il WNJSU RIKI VCL VS RHTFTULIR RDGWTC
3001 CCTTGAAGCCTTCAGTTATGCCCAGGGCAGGTGCTTATCTGACCTTAACAGTGCTCTCATCATGGTGGTGGTTGGGTCCTTGTCCCAGTACCAGTTGATG
768 L E A F S YA QGRCUL SDLNSALI MVVVGSLSQY QLWM
BsrGI (3123) BstXI (3162)
3101 AAACATCAATCCATCAGAGGCTTTGTACAGAAACAGCAGTATTTGAGGTGGCCTGAGGATCTCCAGGATGTTGGCTGGTTTCTTCATAAACTCTCTCAAC
802 K H Q S I R G F V QK QQY L RWPEUDLAI QDVGWTF L HZIKTLSAQ
3201 AGATACTAAAGAAAGAAAAAGAAAAGAAGAAAGACAATAACATTCCGTTGCAAACTGTAGCAACCATCTCCTAATCAAAGGAGCAATTTCCAACTTATCT
835*Q | L K K E K E K K K D NN 1T P L QT VAT I S e
Ball (3312)
Nhel (3306)
3301 CAAGCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTG

Hpal (3444)
3401 ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGA




.

3501 GGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCC
-

3601 TTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTG

Sspl (3779) Swal (3793)
3701 TATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAA

3801 TACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAAC

3901 AAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCGAATTCTCGACTCATTCCTTTGCCCTCGGACGAGTGCTGGGGCGTCGGTTTC
3424 ¢« E K A R P R T S P R R NG

Scal (4011)
4001 CACTATCGGCGAGTACTTCTACACAGCCATCGGTCCAGACGGCCGCGCTTCTGCGGGCGATTTGTGTACGCCCGACAGTCCCGGCTCCGGATCGGACGAT
3264 S DAL VEV CGDTWVAASRRAI QTR RGVTGAGS SRV
4101 TGCGTCGCATCGACCCTGCGCCCAAGCTGCATCATCGAAATTGCCGTCAACCAAGCTCTGATAGAGTTGGTCAAGACCAATGCGGAGCATATACGCCCGG
2954 A D C R G Q AWAADUDT FNGDVL SQYLQDULGI RLMYAR
Sacll (4202) BsrBI (4232)

4201 AGCCGCGGCGATCCTGCAAGCTCCGGATGCCTCCGCTCGAAGTAGCGCGTCTGCTGCTCCATACAAGCCAACCACGGCCTCCAGAAGAAGATGTTGGCGA
2614 R P S G A L E P HRI RETFYRTQQEMTCALMWPR RMWTFTF I NAWV
4301 CCTCGTATTGGGAATCCCCGAACATCGCCTCGCTCCAGTCAATGACCGCTGTTATGCGGCCATTGTCCGTCAGGACATTGTTGGAGCCGAAATCCGCGTG
2284 E Y Q S DGFMAESWDI VATI RGNDTLVNNSGTFDAH
4401 CACGAGGTGCCGGACTTCGGGGCAGTCCTCGGCCCAAAGCATCAGCTCATCGAGAGCCTGCGCGACGGACGCACTGACGGTGTCGTCCATCACAGTTTGC
1954 V. L H R VE P CDEAWLMLTETDLAQAVSASVTDTDMVTAQ

Ndel (4530) RsrII (4571) BsrBI (4590)
4501 CAGTGATACACATGGGGATCAGCAATCGCGCATATGAAATCACGCCATGTAGTGTATTGACCGATTCCTTGCGGTCCGAATGGGCCGAACCCGCTCGTCT
1614W H Y V H P DA I A C I FDRWTTYOQGI GQPGFZPGTFGSTNAQ
Pvul (4618)
Sgfl (4617)

4601 GGCTAAGATCGGCCGCAGCGATCGCATCCATGAGCTCCGCGACGGGTTGCAGAACAGCGGGCAGTTCGGTTTCAGGCAGGTCTTGCAACGTGACACCCTG
1284 S L DA A A I ADMILEAVZPQL VAPULETTETPLUDA QLTVGAQ
4701 TGCACGGCGGGAGATGCAATAGGTCAGGCTCTCGCTGAATTCCCCAATGTCAAGCACTTCCGGAATCGGGAGCGCGGCCGATGCAAAGTGCCGATAAACA
954 A R R S I C Y T L S E S F EG I DL VEZPI PLAASATFHTR RYYV
4801 TAACGATCTTTGTAGAAACCATCGGCGCAGCTATTTACCCGCAGGACATATCCACGCCCTCCTACATCGAAGCTGAAAGCACGAGATTCTTCGCCCTCCG
614y R D K Y F 6 D ACSNVRULVYGRSGGVDTFSFARTSTETETGTES

PshAI (4952)

Nrul (4948) BspHI (4981)
4901 AGAGCTGCATCAGGTCGGAGACGCTGTCGAACTTTTCGATCAGAAACTTCGCGACAGACGTCGCGGTGAGTTCAGGCTTTTTCATGATGGCCCTCCTATA
284 L QML DSV SDTFKETILFKAVSTATTLTEFPIKIKMEt*-—

Asel (5039)
5001 GTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGC

Spel (5194)
5101 TCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGT

5201 CAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCA

SnaBI (5322)
5301 TCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTC

Ndel (5427)
5401 ATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAA

5501 GTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATG

Pacl (5613)
Sdal (5605) BspLU11I (5623)
5601 TAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGC
-

5701 CCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCG

5801 TGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCT

5901 CAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC

6001 AACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGT

6101 GGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAA

6201 ACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGG

Pacl (6353) Swal (6362)
6301 TCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA




	Map
	Sequence



