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Notl (-1)
1 GCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACA
Pvul (172)
Sgfl (171)
101 AAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAAGGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCA

Agel (254)
201 GAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTAGAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATG

Psp14061 (368)
301 TCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCCGTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAG

HindIII (410)
Pvull (404) Bsu36I (456)
401 AACACAGCTGAAGCTTCGAGG

501

Nael (606)
601

KasI (700) Agel (717) BspHI (733) Ncol (775)
701 CTGAGATCACCGGTAGGAGGGCCATCATGATGTCTGCCTCGCGCCTGGCTGGGACTCTGATCCCAGCCATGGCCTTCCTCTC
—_— M*M M S A S R L A G T L | P A M A F L S
Nsil  (851)

792 CTGCGTGAGACCCGAAAGCTGGGAGCCCTGCGTGGAGGTGGTTCCTAATATTACTTATCAATGCATGGAGCTGAATTTCTACAAAA
19¢ ¢ Vv R P E S W E P C V E V V P N I T Yy Q C M E L N F Y K
BstXI (901) Bsu361 (929)

878 TCCCCGACAACCTCCCCTTCTCAACCAAGAACCTGGACCTGAGCTTTAATCCCCTGAGGCATTTAGGCAGCTATAGCTTCTTCAGTTTCCCAGAAC
481 P D N L P F S T K NL DL S F NP LI RHLGSY S TFF S F P E
974 TGCAGGTGCTGGATTTATCCAGGTGTGAAATCCAGACAATTGAAGATGGGGCATATCAGAGCCTAAGCCACCTCTCTACCTTAATATTGACAGGAAACCC
8oL Q V L DL SR CE I QT1I1 EDGAYQSULSWHULSTTLTILTSGNF®P
1074 CATCCAGAGTTTAGCCCTGGGAGCCTTTTCTGGACTATCAAGTTTACAGAAGCTGGTGGCTGTGGAGACAAATCTAGCATCTCTAGAGAACTTCCCCATT
113» 1 Q S L AL GAF S GULSSLQKULVAVETNLASTLTENTFP.I

Scal (1267)
1174 GGACATCTCAAAACTTTGAAAGAACTTAATGTGGCTCACAATCTTATCCAATCTTTCAAATTACCTGAGTATTTTTCTAATCTGACCAATCTAGAGTACT
147 G H L K T L K E L NV AWHNWLII QS F KLWPEYFSNLTNLEY
1274 TGGACCTTTCCAGCAACAAGATTCAAAGTATTTATTGCACAGACTTGCGGGTTCTACATCAAATGCCCCTACTCAATCTCTCTTTAGACCTGTCCCTGAA
180kL D L S S N K I Q S 1 Y CTDULIRVLHQMU®PULIULNLSTULUDTLSTLN
1374 CCCTATGAACTTTATCCAACCAGGTGCATTTAAAGAAATTAGGCTTCATAAGCTGACTTTAAGAAATAATTTTGATAGTTTAAATGTAATGAAAACTTGT
213 P M N F I Q P GA F K E Il RLHKULTULI RNNTFDSULNVMEKTC

Eco01091 (1567)
1474 ATTCAAGGTCTGGCTGGTTTAGAAGTCCATCGTTTGGTTCTGGGAGAATTTAGAAATGAAGGAAACTTGGAAAAGTTTGACAAATCTGCTCTAGAGGGCC
247* 1 Q G L A G L E VHRULVLGETFI RNESGNLTEIKTFDIKSATLTEG
1574 TGTGCAATTTGACCATTGAAGAATTCCGATTAGCATACTTAGACTACTACCTCGATGATATTATTGACTTATTTAATTGTTTGACAAATGTTTCTTCATT
280bL C N L T I E E F R LAY LDY Y LlLDUDT I I DLFNZ CLTNWVSSTF

Hpal (1746)

1674 TTCCCTGGTGAGTGTGACTATTGAAAGGGTAAAAGACTTTTCTTATAATTTCGGATGGCAACATTTAGAATTAGTTAACTGTAAATTTGGACAGTTTCCC
313 S L v S VvV T | ERV KDTF SYNTFGWAQHULETLVNT CIKTFGAQTFP

Bglll (1868)
1774 ACATTGAAACTCAAATCTCTCAAAAGGCTTACTTTCACTTCCAACAAAGGTGGGAATGCTTTTTCAGAAGTTGATCTACCAAGCCTTGAGTTTCTAGATC
347w T L K L K S L KR L TF TSNIKSGGNATFSEVDTLUZPSILETFLD

Bglll (1946)
1874 TCAGTAGAAATGGCTTGAGTTTCAAAGGTTGCTGTTCTCAAAGTGATTTTGGGACAACCAGCCTAAAGTATTTAGATCTGAGCTTCAATGGTGTTATTAC
380*L S R N G L S F K G CCSQSDFGTTSULIKYULDULSTFNGVWVI T
1974 CATGAGTTCAAACTTCTTGGGCTTAGAACAACTAGAACATCTGGATTTCCAGCATTCCAATTTGAAACAAATGAGTGAGTTTTCAGTATTCCTATCACTC
413* M S S N F L G L E QL E HLDTF QHSNLI KA QMSETF SV F L SL
2074 AGAAACCTCATTTACCTTGACATTTCTCATACTCACACCAGAGTTGCTTTCAATGGCATCTTCAATGGCTTGTCCAGTCTCGAAGTCTTGAAAATGGCTG
447 R N L I Y L D1 S HTHTRVATFNSGI FNGLSSULEVLIKMA
EcoRV (2202)
2174 GCAATTCTTTCCAGGAAAACTTCCTTCCAGATATCTTCACAGAGCTGAGAAACTTGACCTTCCTGGACCTCTCTCAGTGTCAACTGGAGCAGTTGTCTCC
480*G N S F Q E N F L P DI F T ELRNWLTTFLDLSQCQLEZ QL S P
2274 AACAGCATTTAACTCACTCTCCAGTCTTCAGGTACTAAATATGAGCCACAACAACTTCTTTTCATTGGATACGTTTCCTTATAAGTGTCTGAACTCCCTC
513 T A F NS L S S L QVLNMSUHNNTFTFSLUDTTFU®PYKT CLNS'L
2374 CAGGTTCTTGATTACAGTCTCAATCACATAATGACTTCCAAAAAACAGGAACTACAGCATTTTCCAAGTAGTCTAGCTTTCTTAAATCTTACTCAGAATG
547 Q V L DY S L NH I M T S K K QE L QHTFU®PSSLATFILNLTAGQN
2474 ACTTTGCTTGTACTTGTGAACACCAGAGTTTCCTGCAATGGATCAAGGACCAGAGGCAGCTCTTGGTGGAAGTTGAACGAATGGAATGTGCGACACCTTC
580D F A C T C E HQ S F L QW I KD QR QLULVEVERMET CAT®PS
SphI (2584)
2574 AGATAAGCAGGGCATGCCTGTGCTGAGTTTGAATATCACCTGTCAGATGAATAAGACCATCATTGGTGTGTCGGTCCTCAGTGTGCTTGTAGTATCTGTT
613 D K Q G M P V L SLNIT TCQMNIKTI I GV SVLSVLVVSYV
2674 GTAGCAGTTCTGGTCTATAAGTTCTATTTTCACCTGATGCTTCTTGCTGGCTGCATAAAGTATGGTAGAGGTGAAAACATCTATGATGCCTTTGTTATCT
647 V. AV L V Y K F Y F HLMULULASGT CI KY GRGENIYDATF VI
2774 ACTCAAGCCAGGATGAGGACTGGGTAAGGAATGAGCTAGTAAAGAATTTAGAAGAAGGGGTGCCTCCATTTCAGCTCTGCCTTCACTACAGAGACTTTAT
680kY S S Q D E DWVRNZETLVKNLTETESGV?PPF QLT CLHYRDFI
Ball (2881)
2874 TCCCGGTGTGGCCATTGCTGCCAACATCATCCATGAAGGTTTCCATAAAAGCCGAAAGGTGATTGTTGTGGTGTCCCAGCACTTCATCCAGAGCCGCTGG
713 P G VA I AANI I HEGFHIKS SR RIKVI VVVSQHT FI QS RW
2974 TGTATCTTTGAATATGAGATTGCTCAGACCTGGCAGTTTCTGAGCAGTCGTGCTGGTATCATCTTCATTGTCCTGCAGAAGGTGGAGAAGACCCTGCTCA
747 C | F E Y E I A Q T WQFLSSRAGI I I F I VL QKVETZKTTLIL
3074 GGCAGCAGGTGGAGCTGTACCGCCTTCTCAGCAGGAACACTTACCTGGGGTGGGAGGACAGTGTCCTGGGGCGGCACATCTTCTGGAGACGACTCAGAAA
780FR Q Q V E L Y R L L S R NTYLGWETDSVLGRUHIFWRIR RILRIK
Ball (3261)
Nhel (3255)

3174 AGCCCTGCTGGATGGTAAATCATGGAATCCAGAAGGAACAGTGGGTACAGGATGCAATTGGCAGGAAGCAACATCTATCTGAGCTAGCTGGCCAGACATG
813 A L L DGKSWNUPESGTVGEGTGC CNWQEATS | o E—
3274 ATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCA




Hpal (3393)
3374 TTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCT

3474 CTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCAT
_ =

3574 AGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGC

Swal (3742)
3674 TCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAAT

Eco01091 (3803)
3774 GTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGG

Scal (3960)
3874 ACAGCAAGAAAGCGAGCTTCTAGCGAATTCTCGACTCATTCCTTTGCCCTCGGACGAGTGCTGGGGCGTCGGTTTCCACTATCGGCGAGTACTTCTACAC
3424 ¢« E K AR PR TSPRRNGSDATLVEVC
3974 AGCCATCGGTCCAGACGGCCGCGCTTCTGCGGGCGATTTGTGTACGCCCGACAGTCCCGGCTCCGGATCGGACGATTGCGTCGCATCGACCCTGCGCCCA
3204 G D TWVAASRRAI QTRGVT GAGSH RVI ADT CRGA QAW
Sacll (4151)
4074 AGCTGCATCATCGAAATTGCCGTCAACCAAGCTCTGATAGAGTTGGTCAAGACCAATGCGGAGCATATACGCCCGGAGCCGCGGCGATCCTGCAAGCTCC
2874 AA D DF NGDVLSQYLQDLGI RLMYARTLTU RPSSGATLTE
BsrBI (4181)
4174 GGATGCCTCCGCTCGAAGTAGCGCGTCTGCTGCTCCATACAAGCCAACCACGGCCTCCAGAAGAAGATGTTGGCGACCTCGTATTGGGAATCCCCGAACA
2534P H R R E F Y R TQQEMTCALWPRMWTFTFI NAVEYOQSDTGTFWM
Dralll (4349)

4274 TCGCCTCGCTCCAGTCAATGACCGCTGTTATGCGGCCATTGTCCGTCAGGACATTGTTGGAGCCGAAATCCGCGTGCACGAGGTGCCGGACTTCGGGGCA
2204 A°NE S WD I VATI R GNDTLVNNSG GTFIDAHVLUHRVEPLC
4374 GTCCTCGGCCCAAAGCATCAGCTCATCGAGAGCCTGCGCGACGGACGCACTGACGGTGTCGTCCATCACAGTTTGCCAGTGATACACATGGGGATCAGCA
1874 D E AW L M L EDLAQAV SASV TDDMVTIQWHY VHPTDA

Pvul (4567)
Ndel (4479) RsrIl (4520) BsrBI (4539) Sgfl (4566)
4474 ATCGCGCATATGAAATCACGCCATGTAGTGTATTGACCGATTCCTTGCGGTCCGAATGGGCCGAACCCGCTCGTCTGGCTAAGATCGGCCGCAGCGATCG
15341 A C I F DR WTTY QG GQPGTFPGFGSTAOQSLUDAAAIA
Sacl (4580) Dralll (4642)
4574 CATCCATGAGCTCCGCGACGGGTTGCAGAACAGCGGGCAGTTCGGTTTCAGGCAGGTCTTGCAACGTGACACCCTGTGCACGGCGGGAGATGCAATAGGT
1204 DM L EA VPQLVAPLETEPLDA QLTVGQART RSI CYT
4674 CAGGCTCTCGCTGAATTCCCCAATGTCAAGCACTTCCGGAATCGGGAGCGCGGCCGATGCAAAGTGCCGATAAACATAACGATCTTTGTAGAAACCATCG
874 L S E S F E G I DLV EPI1 PLAASAFHRYVYRDTEKYTFGD
4774 GCGCAGCTATTTACCCGCAGGACATATCCACGCCCTCCTACATCGAAGCTGAAAGCACGAGATTCTTCGCCCTCCGAGAGCTGCATCAGGTCGGAGACGC
534A. C S NV R L VY GR G GV DF SF AR SETEG GESLAQMLDS VS
PshAI (4901)

Nrul (4897) BspHI (4930)
4874 TGTCGAACTTTTCGATCAGAAACTTCGCGACAGACGTCGCGGTGAGTTCAGGCTTTTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGA
204 D F K E I L F KAV S TATILTETPKK M=
Asel (4988) Sacl (5045)

4974 TATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCG

-l

Spel (5143)
5074 TACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCA

-t

SnaBI (5271)
5174 ATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATA

5274 CGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACT

Ndel (5376)
5374 TGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGA

Pacl (5562)
Sdal (5554) BspLU11I (5572)
5474 ACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAA

5574 CATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAAT

5674 CGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGC

5774 CGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTC

5874 CAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCG

5974 CCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAA

6074 GAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG

6174 TTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAAC

Pacl (6302) Swal (6311)
6274 TCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA




	Map
	Sequence



