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NotI (-1)
1 GCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACA
Pvul (172)
Sgfl (171)
101 AAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAAGGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCA

Agel (254)EcoNI (261)
201 GAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTAGAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATG

Psp14061 (368)
301 TCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCCGTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAG

Bsu36l (456)
HindIII (410) EcoNI (452)
401 AACACAGCTGAAGCTTCGAGG

501
Nael (606)
601
KasI (700) Agel (717)
701 CTGAGATCACCGGTAGGAGGGCCATCATGAGACAGACTTTGCCTTGTATCTACTTTTGGGGGGGCCTTTTGCCCTTTGGGATGCTGTGTGC
_— i*M R Q T LPCI Y FWGGLULUPTFGMLCA

Acc65] (866)
801 ATCCTCCACCACCAAGTGCACTGTTAGCCATGAAGTTGCTGACTGCAGCCACCTGAAGTTGACTCAGGTACCCGATGATCTACCCACAAACATAACAGTG
228 'S S T T K CTV SHEVADT CSHTLZIKTLTIOQVPDODLTZPTNITV
XemI (991)
901 TTGAACCTTACCCATAATCAACTCAGAAGATTACCAGCCGCCAACTTCACAAGGTATAGCCAGCTAACTAGCTTGGATGTAGGATTTAACACCATCTCAA
se# L N L T HN QLT RRLPAANTFTRYSQLTSLODVGTFNTI S
1001 AACTGGAGCCAGAATTGTGCCAGAAACTTCCCATGTTAAAAGTTTTGAACCTCCAGCACAATGAGCTATCTCAACTTTCTGATAAAACCTTTGCCTTCTG
89*K L E P E L C Q KL PMULIKVLNLTI QQHNETLSAOQLSDJKTTFATFC
Bglll  (1190)
1101 CACGAATTTGACTGAACTCCATCTCATGTCCAACTCAATCCAGAAAATTAAAAATAATCCCTTTGTCAAGCAGAAGAATTTAATCACATTAGATCTGTCT
122 T N L T E L HLMSNGSIT QKT KNNPTFVKAOQKNTLI TLDTLS
Ecod7III (1286)
Afel (1286)
1201 CATAATGGCTTGTCATCTACAAAATTAGGAACTCAGGTTCAGCTGGAAAATCTCCAAGAGCTTCTATTATCAAACAATAAAATTCAAGCGCTAAAAAGTG
156 H N G L S S T K L G T QV QL ENLU QETLTLTLSNNZEKI I QA LKS
EcoRV (1308)
1301 AAGAACTGGATATCTTTGCCAATTCATCTTTAAAAAAATTAGAGTTGTCATCGAATCAAATTAAAGAGTTTTCTCCAGGGTGTTTTCACGCAATTGGAAG
189*E E L D I F A N S S L K K L EL S S N QI KETFSPGT CTFUHATI GR
Sandl (1433)
1401 ATTATTTGGCCTCTTTCTGAACAATGTCCAGCTGGGTCCCAGCCTTACAGAGAAGCTATGTTTGGAATTAGCAAACACAAGCATTCGGAATCTGTCTCTG
222 L F G L F L NNVQLG®PSLTTETZKTLTCLTETLANTSIRNTLS.L
1501 AGTAACAGCCAGCTGTCCACCACCAGCAATACAACTTTCTTGGGACTAAAGTGGACAAATCTCACTATGCTCGATCTTTCCTACAACAACTTAAATGTGG
256 S NS QL S T TSNTTTFLGLJIKMWTNLTMLUDTLSYNNTLNV
1601 TTGGTAACGATTCCTTTGCTTGGCTTCCACAACTAGAATATTTCTTCCTAGAGTATAATAATATACAGCATTTGTTTTCTCACTCTTTGCACGGGCTTTT
289"V G N D S F A WL P QLEYTFTFILETYNNIQHTLTFSHSILHGTLF
Acc65I (1708)
1701 CAATGTGAGGTACCTGAATTTGAAACGGTCTTTTACTAAACAAAGTATTTCCCTTGCCTCACTCCCCAAGATTGATGATTTTTCTTTTCAGTGGCTAAAA
322 N VR Y L NL KR S F TKOQS 1 SLASTLT®PIKTIDDTFSTFQWTL K
1801 TGTTTGGAGCACCTTAACATGGAAGATAATGATATTCCAGGCATAAAAAGCAATATGTTCACAGGATTGATAAACCTGAAATACTTAAGTCTATCCAACT
356 C L E HL NMEUDNGDI PG I KSNMTFTGL I NLIKYTLSTL SN
1901 CCTTTACAAGTTTGCGAACTTTGACAAATGAAACATTTGTATCACTTGCTCATTCTCCCTTACACATACTCAACCTAACCAAGAATAAAATCTCAAAAAT
389*S F T S L R T L T NE TF V SLAWHSUPLUHILNLTIKNIKI S K. I
Scal (2036) Xbal
2001 AGAGAGTGATGCTTTCTCTTGGTTGGGCCACCTAGAAGTACTTGACCTGGGCCTTAATGAAATTGGGCAAGAACTCACAGGCCAGGAATGGAGAGGTCTA
422 E S DA F S WL GHTULTEVLDTLTGLNTETIG QETLTSGI QEWR RGL
2101 GAAAATATTTTTGAAATCTATCTTTCCTACAACAAGTACCTGCAGCTGACTAGGAACTCCTTTGCCTTGGTCCCAAGCCTTCAACGACTGATGCTCCGAA
456 E N I F E I Y L S Y NK Y L QL TRNJSTFALUVZPSLQRTLMTLR
2201 GGGTGGCCCTTAAAAATGTGGATAGCTCTCCTTCACCATTCCAGCCTCTTCGTAACTTGACCATTCTGGATCTAAGCAACAACAACATAGCCAACATAAA
489k R V A L K NV D S S P S P F QP LI RNLTI LDLSNNNIANIN
BspLU11I (2305)
2301 TGATGACATGTTGGAGGGTCTTGAGAAACTAGAAATTCTCGATTTGCAGCATAACAACTTAGCACGGCTCTGGAAACACGCAAACCCTGGTGGTCCCATT

522 D DM LEGTLEIKTLTETI LDLI QHNNLARTLMWIEKIUHANPGTGP I
2401 TATTTCCTAAAGGGTCTGTCTCACCTCCACATCCTTAACTTGGAGTCCAACGGCTTTGACGAGATCCCAGTTGAGGTCTTCAAGGATTTATTTGAACTAA
556 Y F L K G L S HLHI L NULESNGTFDTETI PVEVTFIKT DTLTFE'L

Clal (2505)
2501 AGATCATCGATTTAGGATTGAATAATTTAAACACACTTCCAGCATCTGTCTTTAATAATCAGGTGTCTCTAAAGTCATTGAACCTTCAGAAGAATCTCAT
589K I I D L G L NNULNTLZPASVF NN QVSLIKSTLNLIQKNTLI
Xmnl (2615) Pmll (2681)
2601 AACATCCGTTGAGAAGAAGGTTTTCGGGCCAGCTTTCAGGAACCTGACTGAGTTAGATATGCGCTTTAATCCCTTTGATTGCACGTGTGAAAGTATTGCC
622 T S V E K K VF GP A FRNLTETLIDMRTFNPTFDT CTTZ CES I A
2701 TGGTTTGTTAATTGGATTAACGAGACCCATACCAACATCCCTGAGCTGTCAAGCCACTACCTTTGCAACACTCCACCTCACTATCATGGGTTCCCAGTGA
656 W F V N W I N E THTNIT P EL S SHYLOCNTU®PUPHYWHGTF PV
BsiBI (2876)
2801 GACTTTTTGATACATCATCTTGCAAAGACAGTGCCCCCTTTGAACTCTTTTTCATGATCAATACCAGTATCCTGTTGATTTTTATCTTTATTGTACTTCT
689" R L F D T S S C K DS APFELFFMI NTS I L LI F I F I VL L
EcoRV (2921)
2901 CATCCACTTTGAGGGCTGGAGGATATCTTTTTATTGGAATGTTTCAGTACATCGAGTTCTTGGTTTCAAAGAAATAGACAGACAGACAGAACAGTTTGAA
722 1 H F E GWR I S F Y WNVSVHRVLGTFIKTETI DRQTTEQF E
3001 TATGCAGCATATATAATTCATGCCTATAAAGATAAGGATTGGGTCTGGGAACATTTCTCTTCAATGGAAAAGGAAGACCAATCTCTCAAATTTTGTCTGG
756 Y AAA Y | I HA Y KDIKDWVWEUHTFSSMEZKTEDAI QSTULIKTFCL
Hpal (3144)
3101 AAGAAAGGGACTTTGAGGCGGGTGTTTTTGAACTAGAAGCAATTGTTAACAGCATCAAAAGAAGCAGAAAAATTATTTTTGTTATAACACACCATCTATT
789 E E R D F E A G V F E L E A I VNS I KR SRIKI I I F VI THHTL'L
BstXI (3271)
3201 AAAAGACCCATTATGCAAAAGATTCAAGGTACATCATGCAGTTCAACAAGCTATTGAACAAAATCTGGATTCCATTATATTGGTTTTCCTTGAGGAGATT
822 K D P L C KR F KV HHAVQQAI EQNLDS S 1T I L VF L EE I

(2096)



Mscl (3369)
3301 CCAGATTATAAACTGAACCATGCACTCTGTTTGCGAAGAGGAATGTTTAAATCTCACTGCATCTTGAACTGGCCAGTTCAGAAAGAACGGATAGGTGCCT

856 P D Y K L NHA L CLRRGMTFIKSHT CI L NWPVQKTETRTI GA
Mscl (3494)
BamHI (3426) BsrGI (3440) Nhel (3488)

3401 TTCGTCATAAATTGCAAGTAGCACTTGGATCCAAAAACTCTGTACATTAAATTTATTTAAATATTCAATTAGCAAAGGAGAAACTTTCGCTAGCTGGCCA
889*F R H K L Q VA L G S K N S V H e —
3501 GACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTG

Hpal (3626)
3601 TAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTA

3701 AAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATA
-

»

3801 AGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGA

3901 ACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAA

4001 ATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGA

Scal (4193)
4101 AATTGGACAGCAAGAAAGCGAGCTTCTAGCGAATTCTCGACTCATTCCTTTGCCCTCGGACGAGTGCTGGGGCGTCGGTTTCCACTATCGGCGAGTACTT
3424 « E K A RPRTSPRRNGSTDATL VE
4201 CTACACAGCCATCGGTCCAGACGGCCGCGCTTCTGCGGGCGATTTGTGTACGCCCGACAGTCCCGGCTCCGGATCGGACGATTGCGTCGCATCGACCCTG
324 VC GDTWVAASRRAI QTRGVTGAGS ST RVIADT CTRGAQ
Sacll (4384)
4301 CGCCCAAGCTGCATCATCGAAATTGCCGTCAACCAAGCTCTGATAGAGTTGGTCAAGACCAATGCGGAGCATATACGCCCGGAGCCGCGGCGATCCTGCA
2894 AW A A DDFNGDVLSQYLQDLG GI RLMYARTLTRTPSGA
BsrBI (4414)
4401 AGCTCCGGATGCCTCCGCTCGAAGTAGCGCGTCTGCTGCTCCATACAAGCCAACCACGGCCTCCAGAAGAAGATGTTGGCGACCTCGTATTGGGAATCCC
2554L E P HR R EF Y R TQQEMTCALMWPRMWEFTFI NAVEYOQSTDSG
4501 CGAACATCGCCTCGCTCCAGTCAATGACCGCTGTTATGCGGCCATTGTCCGTCAGGACATTGTTGGAGCCGAAATCCGCGTGCACGAGGTGCCGGACTTC
2224 FMAE SWDI VATIRGNDTLVNNSGTFUDAHVLHRVE
Teh1111 (4657)
4601 GGGGCAGTCCTCGGCCCAAAGCATCAGCTCATCGAGAGCCTGCGCGACGGACGCACTGACGGTGTCGTCCATCACAGTTTGCCAGTGATACACATGGGGA
1894 P C D E AW L ML EDLAQAV SASVTDDMVYTIQWHYVHTFP
Ndel (4712) Rsrll (4753) BsrBI (4772) Sgfl (4799)
4701 TCAGCAATCGCGCATATGAAATCACGCCATGTAGTGTATTGACCGATTCCTTGCGGTCCGAATGGGCCGAACCCGCTCGTCTGGCTAAGATCGGCCGCAG
155D A I A C I F DR WTTY QG GQPGFUPGFGSTQSLDAAA
Pvul (4800) Sacl (4813)
4801 CGATCGCATCCATGAGCTCCGCGACGGGTTGCAGAACAGCGGGCAGTTCGGTTTCAGGCAGGTCTTGCAACGTGACACCCTGTGCACGGCGGGAGATGCA
1224 | A DML EA VP QL VAPLTETETPLUDI QLTVGQART RS C
4901 ATAGGTCAGGCTCTCGCTGAATTCCCCAATGTCAAGCACTTCCGGAATCGGGAGCGCGGCCGATGCAAAGTGCCGATAAACATAACGATCTTTGTAGAAA
g4 Y T L S E S F E G I DLV EZPI PLAASATFHRYVYRDKYF
5001 CCATCGGCGCAGCTATTTACCCGCAGGACATATCCACGCCCTCCTACATCGAAGCTGAAAGCACGAGATTCTTCGCCCTCCGAGAGCTGCATCAGGTCGG
5546 D A C S NV RLVYGRGGVDTFSTFARSTETEGESLI QMLTDS
PshAI (5134)

Tth1111 (5101) Nrul (5130)
5101 AGACGCTGTCGAACTTTTCGATCAGAAACTTCGCGACAGACGTCGCGGTGAGTTCAGGCTTTTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTA
224 v S D F K E I L F KAV S TATIULTEUPIKK M-
Asel (5221) Sacl (5278)

5201 TGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTC

Spel (5376)
5301 CCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTG

-

5401 ACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGA

SnaBI (5504)
5501 CTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGG

Ndel (5609)
5601 CGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACT

Pacl (5795)
Sdal (5787)
5701 ATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAAT

BspLUI11I (5805)
5801 TAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCAC
-

5901 AAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGA

6001 CCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGT

6101 TCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGAC

6201 TTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACA

6301 CTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAG

6401 CGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAAC

Pacl (6535)
6501 GAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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