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1 GGACCTGCAGGGCCTGAAATAACCTCTGAAAGAGGAACTTGGTTAGGTACCTTCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTG

101 GAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAG

201 AAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCACTAGTGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGA

| .

301 GAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTAGAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCC

401 GAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCCGTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

501

601

Ncol (799)
Agel (791)
701 CTGAGATCACCGGTCAC
>

Xhol (864)
801 CATGGAGATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAGCTCGAGATGTCCGATAATGGGCCACAGAACCAGAGA
I*M E | KV LFATLIC I AVATEARKTPTTETLTEMMSDNTGT PQNAO QR
901 AATGCACCCCGGATCACCTTTGGAGGACCTTCAGATTCAACGGGCAGTAACCAGAATGGTGAGCGATCTGGAGCACGTTCTAAACAACGCAGACCTCAAG
11 N A P R I T F GG P SD STG SN QNG GTET RSGAT RTSTEKT QT RT RTPAQ
1001 GGCTCCCAAACAATACCGCTAGTTGGTTTACTGCTCTCACACAGCATGGGAAGGAGGATCTGAAATTTCCACGAGGGCAAGGCGTCCCCATCAACACCAA
4G L P NNTA SW FTALTA QHGIKTEDTLSEKTFTPRGQGVZP I NTN
1101 CTCCAGTCCCGACGACCAGATCGGATACTACAGACGAGCAACCCGGCGAATCAGAGGCGGCGATGGCAAAATGAAAGACCTGAGTCCCAGGTGGTACTTC
77 S S PDDOQ I GYYRGRATR RR RIRGG GDGIKMEKTDTLSTPRMWYF
1201 TATTATCTCGGAACAGGCCCTGAAGCCGGCCTGCCCTATGGTGCCAACAAAGACGGCATCATCTGGGTAGCTACTGAGGGAGCCTTGAACACTCCCAAGG
111 Y Y L G T G P E A G L P Y GANIKU DG I IWVATTEGATLNTPK
1301 ACCACATTGGTACCCGCAATCCCGCAAACAATGCTGCCATTGTGCTCCAGTTGCCACAGGGCACAACTCTTCCCAAGGGTTTCTATGCCGAAGGCTCTCG
144 D H | G T RN P ANNAA IV LQLPQGTTTLPEKTGTFVYATETGSTR
1401 TGGAGGATCTCAAGCCAGCAGCCGTTCCTCCTCTCGGAGTAGGAATAGCTCTCGGAACTCCACACCAGGCAGCTCTCGCGGAACAAGCCCTGCTCGCATG
779 . G G S Q A S S R S S S R S RN SSRNJ ST PGS SSURGTSPATRHM
1501 GCCGGTAACGGTGGTGATGCCGCTCTGGCTCTGCTTCTCCTGGACAGGCTGAATCAGCTGGAATCCAAGATGTCTGGTAAGGGACAACAGCAACAGGGGC
211 A G N G G D A A LA L LULTLDT RLNO GOQTLTETSKMSGIKT GO QQQOQG
1601 AGACCGTTACCAAGAAGTCCGCTGCAGAGGCCAGCAAGAAACCTCGGCAGAAGAGGACCGCCACTAAAGCCTACAACGTGACACAGGCCTTCGGCAGGAG
244bQ T V T K K S A A EASKZ KT PR QKT RTATIKAYNVTOQATFGTR RR
1701 AGGGCCAGAACAGACACAGGGCAACTTTGGTGATCAGGAGTTGATACGCCAGGGGACAGACTACAAGCATTGGCCACAGATTGCACAGTTCGCACCTTCC
277 G P EQ T Q GN FGDOQE ETLIRQGTDTVYHKHWTPQ I AQFATPS
1801 GCTAGTGCCTTCTTTGGGATGTCACGGATAGGCATGGAGGTGACGCCTAGCGGGACATGGCTGACCTATACTGGAGCTATCAAACTGGATGACAAAGACC
3 A S A F FGMGSRIGMEVTTPSGTWTLTJYTGA I KLDTGDKD
1901 CCAACTTCAAGGACCAGGTGATTCTGCTGAATAAGCACATTGATGCCTACAAAACGTTTCCTCCAACTGAGCCCAAGAAGGACAAGAAGAAGAAGGCCGA
344bP N F K D QV I L LNZKHTIDATYT KTT FTPTPTTETPEKT KT DT KTIKTIKTEKATD
2001 TGAAACCCAGGCACTTCCTCAGAGGCAGAAGAAACAGCAGACCGTCACTCTTCTGCCCGCAGCCGATCTGGACGACTTCTCAAAACAGTTGCAACAGTCC
37%7*. E T Q A LPQRQKZKIOQQTVTTLTLTPAADTULTDTDTFSKT QTLGOQAOQS
BsiWI (2127) BamHI (2157)
2101 ATGAGCTCAGCCGATTCCACCCAAGCTCGTACGGAGAACCTGTACTTCCAGGGCTCTGGATCCGAGCCCAAATCTAGTGACAAAACTCACACATGCCCAC
411 M S S A D S T QA RTENTULYTFQGSGSETFPIKTSSDTEKTHTTCEP

2201 CGTGCCCAGCACCTGAAGCCGAGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACCAACTGATGATCTCCCGGACCCCTGAGGTCACATG
2s*P C P AP EAEGGZPSV FLFPPKWPKDA QLM I SRT®PEVTSC

2301 CGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAG
58 Vv VvV V. DV S H EDUPEV K FNWYVDS GV EVHNATIKTK P R EE

2401 CAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCC
2FQ YN S T Y RV V SV LTV LHQDWILNGZ KEYZKTCZKV SNK A

2501 TCCCAGCCICCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAA
125¥L P A S | EK T I S K AK GQPREWPQV YTULU®PPSRETEMTIKN

2601 CCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACG
18 Q v S L T C LV K G F Y P SD I AV EWESNGA QPENNYKTT

2701 CCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGC
192 P PV LD SDG S F F LY SKLTVDJ K SRWQQGNVF SC SV




2801 TGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAATGAGTCCTAGCTGGCCAGACATGATAAGATACATTGATGAG
225¥L H E A L HNWHYTQK S L S L S PG K o

2901 TTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAAC

3001 AAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGA
-

3101 ATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTG
-

3201 CCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTT

3301 TTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAA

3401 TCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCT

3501 TCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGC
—3414 ¢ N R T Y K L P I L E E I T T KV LKGNME I LV FCDPA
3601 ATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTG
104 Y D S I L E R CM G C P SV V R I SRDV EDSYPH RV AV | T
3701 TCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGA
7%4D F D K Q GN SV ASG I A I A EACVTVI RG I YATE I HVA S I
3801 TGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAG
434 | E G T K TR I AAGV HHIKNDEYLMT I KETA AV EV L E L
3901 ATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACA
4 D Q Q S I N F T K M- ~—
4001 GCGTGGATGGCGTCTCCAGCTITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGG

4101 GCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGT
-

4201 CAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCA

4301 TAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAG

4401 TGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGG

4501 GGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGG
-

4601 AACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGA

4701 CAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCC

4801 TTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTT

4901 CAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTA

5001 GCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAA

5101 GCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGC

5201 AGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTT

5301 AATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCAT
5401 CAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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