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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Agel (552) BspHI (560)
501 CTGAGATCACCGGTCATCATGAGACTCATCAGCAGCATCTATACCCTTTATAACAT
= 1*M R L I S S | YT L YN I
601 CATTATGTCAACAGAAGCCTGGGCTCCAAGACCCACAGATGAAAGGGAACTGATCTCCAACTACTCCAACATGGCTTTAAGGAAGGTTCCCCCAGATGTG
3 | M S T EAWAUPURGPTDTET RTETLTISNYS SNMATLT REKVYVTEPTPDYV
Xeml (707)
701 ACCCCAGCCACAACCATACTGGATTTATCCTACAACCTCCTCTATCAATTCCAGAGCTCAGATTTCCACTCCTTCTCCAAACTGCGTTTTCTGATCCTGT
47* T P A T T | L D L S YNLTLYOQFQSSDTFHSTFSIKTLT RTE ETL I L
Pvull (817) PshAI (881)
801 GCCATAACAGCATCCAACAGCTGGACACCAAGATCTTTGACCTTAACAAGGAGCTAAGCTATTTAGACTTGTCTTACAATAGACTACAGTCCATCACTTG
8*C H N S 1 Q Q LD TIK I FDLNJIKTETLTSYULDTULSYNZ RLQS I TW
Bsu36I (998)
901 GTCTTCCTTGGTAGATCTCAGACATTTAGATCTTTCTTTTAATGACTTCGATACTCTGCCTGCCTGTGAGGAGATTGGCAACATGCGACATCTGGAAACC
113 S S L VD L RH LD L S FNDTFDTTLZPATCTETETIGNMZPRUHILET
1001 TTAGGTTTGAGTGGGGCCAAAATCCAAAGATCAGATCTCCAGAAAATTGCTAATTTGCAACTCAGCACTGTGTTCATAGGGCTGAATACTCTTTCTCACT
147 L G L S G A K I Q RSDLQZK I ANTLOQTLTSTVTFIGILNTTLSH
1101 ATGAAGAAGGCAGCCTGCCTGTCCTAAACACGACAGTGCTTCACATAGTTTTACCAATGGCTGCTAACTTCTGGGTGCTTCTGTGTGATGGAATGAAGAC
180*Y E E G S L PV LNTTV LH I VLPMAANTEFWVTLLCDGMEKT
1201 TTCAAAGGTAGTCGAAATGTCAAACATAGGTGGCAAGAGCCAGTTTGTAAGTTATGAGACTCCGAGAACTCTTTCTGTGGAGAATACCAAGGCGTCCACT
213 S K VV EM SN | G GK SQ FV SYETUPRTTLSVENTZ KA ATST
1301 CTTATATTCCATAAAGTTGACCTGCTCTGGGATGACCTTCTCCACGTTTTTCAGTTTGTGTGGCAGACTTCAGTGGAATGCTTCCAGATTCAGGACCTGA
247 L | FH KV DLLWGDUDTLTLHY FQFVWO QTS SV ECTFOQ I QDL
1401 CTTTTGGAGGGATGGCTAGTCGGGACCACAGTTCATTTGACTACTCAAATACCGTAATGAAAGCTGTAATCTTGGAGAGCATACATTTCAGAATCTTTTT
20T F G G M A S RDH S S FDY SNTVMIKAVYV I LES I HTFTR RII FF
EcoRV (1557)
1501 CATTCCCCAGAATAAAATCTACTTGTTTTTCACCCAAATGGATTTAGAAAACCTGACGATATCAGATGCACAAATGCCACATCTTCTCTTCCCTAGTCAC
33 | PQNIK I YLFFTQMDTLTENTLTTI SDAQMTPHTLTLTFTP SH
1601 CCCCAAAGTTTCCAACATTTAAATTTTGCCAATAACATCTTAACAGATGACCTGTTTAAAAACCCCATCCAGATGCCTTATCTGAAAACTCTCGTTTTGA
347 P Q S FQH LNTFANN I LTDODTULTFEFKNZPTIQMTPTYLKTTLVL
1701 GGGGCAACCAACTGGAGACTCTTTCTCTAGTGAGTCTCTTTGCCAACCACACGTCCTTGCTTCACCTGGATCTGAGCCAGAACCTATTGCAACATGGAAA
330kR G N Q L ET L S LV SLFANUHTSLLHLDTLT SQNTLTLTG QHGN
Nsil (1809)
1801 CGGGGAGAAATGCATGTGGCCCGACACCTTGATCCTCTTGAACTTGTCATCCAATAAATTTGATGGTTCTGTTTTCAGATGTTTGCCTAAAAGTATCCAG
413 G E K CMW PDTTUL I LLNTLSS SNIKTFDGS SV FRCTLTPEKSTS IQ
1901 ACACTTGATCTGAACAATAACAAAATTCGAGCAGTCCCTAAAGAGATTATATACCTAAAATCTTTACGAGAGCTAAGTATTGCTTTTAATTTTCTGACTG
447 T L D LN NN K I RAV PKE Il I'YLKSTLTR RTETLTSTIATFENTFTLT
2001 ACCTCCCTGGGTGTGATCACTTCAAACGGCTCTCTAGTCTGAACATTGAAATGAATTTGATTCTCAGCCCATCTCTGGATTTTTTCCAGAGCTGCCAGGA
480*D L P G C D H F K R L S S LN I EMNTL I LS®PSLDTFTFRQSTCSO QE
2101 GGTAAAGACTCTAAACGCAGGGCGAAATCCATTCCGGTGTACCTGTGAATTTAGAGACTTCATTTGGCTTGAGAAACATTCCAAGGGCCTGATGTCTGGA
513 V K T LN AG RNUPTFURTCTT CTETFR RDTFIWTLETKHTSEKTEGTLMSG
Mscl (2200) BsaBI (2257)
2201 TGGCCAGACTCCTACGCCTGCGAATACCCTTTGAGTCTAAAGGGGACTCCATTAAAAGATGTTTATCTTCCCGAATTAGCTTGCAACACAACTTTGCTGA
547 W P D S YA CEY P L SLKGTU PLIKTDVYTULPETLAGCNTTTLL
2301 TTGTCACCATTGTGCTGGTTATCCTGGTTCTGGGTTTGGTTGTAGCATTCTGCATTCTAAAATTTGACATGCTTTGGTATCTCAGGGTGCTGGCCCAGTG
581 V T | V LV | LV LG LVVATFC C I LKTFDMLWTYTLRVYTLATQ QSC
BspEI (2402) BsrGI (2454)  Nisil (2465)
2401 CATCCGGACACAGCATAGGGTTAGGAAGACAGTTCGAGAGGAGCGTAAGAGAAGTGTACAGTTCCATGCATTTATCTCCTACGCTGCACATGATTCTGTC
613 | R T Q H RV RKTVURTETET RIEKT RSVQFHATF I SYAAHTDSV
2501 TGGGTGAAGAATGAACTGATTCCCAATCTGGAGACAGAAGATGGCTCTGTCTTGCTTTGTCTTCCCGAGAGGAACTTTGACCCTGACAGGAGCATTGCTG
G47* W V K N E L | PN L ET EDG SV L LCLZPETRNTEDTPDT RS I A
Sspl (2602)
2601 AAAATATTATAAGCTGCACTGAGAAAAGCTATAAGTCCATCTTTGTGCTGTCCCCCAACTTTGTGCAGAATGGGTGGTGCCATAATGAACTCTATCTGGC
G8FE N | | S C T E K S YK S I FV LSPNTFVQNGWTC CHNTETLTYTLA




2701 CCACCACAATCCTTTCCGTGACAATTATGATTACATCATTCCCATCTTACTAGAACCCATTCCCTCCTACTGTGTTCCTACCACGTTCCCTAAGCTGAAA
73 H H N P FRDWNYDY I I P I L LE®P 1 P SYCVZPTTTFUPIK LK
Bst11071 (2818)
2801 GCTCTTTTGGAAAAGAAAGTATACTTAGAGTGGCCCAAGGACAGGCACAAACATGGGCTTTTTTGGGCAAACCTTCGAGCTGCCATTAACGTAAATTTAT
747 A L L E K KV Y L EW PKD RHIKMHGTULT FWANTULUZRAAINVNL
2901 CAGACACAAGGGGAAGGTGTGAACTACAGACATTCACAAAGCCTAACGCGGATTGCCAAGGTTCTACCATCTCTCTGGTAAGAACAGACAGCTTCTAAAA
78S D T R G R C E L QT FTIKPNADT COQG ST I S LV RTID S F o
Mscl (3024)
Nhel (3018)
3001 TCCACCCTGCCTAGTGAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTT

Hpal (3156) Mfel (3167)
3101 GTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

EcoRI (3252)
3201 GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCT
- -

3301 CTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTT

Sapl (3434) SsplI (3491)
3401 TAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAG

3501 AAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTG

3601 GACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAAT
#4944 ¢ N R T Y K L P I L E E |

3701 GGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACC
1284 T T K V LK G NME I LV FCDUPAYDS |l LEZ RTCMSGT CUPSVYV

3801 CTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGG

4R | S R DV ED S Y PH RV AV I TDFDJ KA QGNSVASG I A I A

Stul (3930)

3901 CTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTT
611 E A C V T V RG I YA E I HV A S I I EGTIKTR R I A AGV HHK

4001 GTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAG

284 N D E Y LM T I K ETAV EV L ELDQQS INFTHKME4-—m——

Asel (4138)
4101 TGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCT
]

Spel (4293)
4201 CTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTC
-

4301 AAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT

SnaBI (4421)
4401 CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCA

Ndel (4526)
4501 TTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAG

4601 TCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGT

Pacl (4712)
PstI (4705)
Sdal (4704) BspLU11I (4722)
4701 AACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCC
- -
4801 CCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGT

4901 GCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTC

ApaLlI (5036)
5001 AGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCA

5101 ACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTG

5201 GCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAA

5301 CAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGT




Eagl (5472)
Pacl (5452) NotI (5471)
5401 CTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCA

5501 TTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCA
5601 GTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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