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HindIII (245)
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NgoMIV (441)
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Nsil  (944)
PpulOl (944)

BbsI (1108)

Xmnl (1347)

(5598 bp)
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Eco01091 (2122)
BsrGI (2155)

BspLUL1I (2158)

BglII (2945)
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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspHI (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCATCATGACTAAAGAGAATCTTAGCATCTTCCATTTTGCCAT

- 1M T K E N L S I F HF A |
601 CATCTTCATATTAATACTTGAGATCAGAATTCAATTATCTGAGGAAAGTGAAGTTTTAGTTGACAGATCAAAAACAGGTCTCACCCATGTTCCCAAAGAC

13 |1 F | L I L E I R I QL S EESEVLVDRSIKTSGLTHVZPIKTD

Bglll (723)
701 CTATCCTTGGAAACGACAATCTTAGATCTATCACAAAACTCTATCTCTGAGCTTCAGACTTCTGACATCCTCTCACTATCAAAGCTGAGGGTTTTCATAA
47w L S L E T T I L DL SQNU ST SELAI QTS SDTILSTLSZKTLT RVEF
801 TTTCTCATAATAGAATACAGTATCTTGATGTCAGTGTTTTCAAATTCAACCAGGAACTGGAATACTTGGATTTGTCCCACAACAAGTTGGAGAAGATTTC
80kl S H N R I Q YLDV SVFIKTFNI QETLTETYTLHDTLSHNTIKTLTETKTI S
Ppul0l (944)
Nsil (944)

901 GTGCCACCCTATGCTGAACCTCAAGCACTTGGACCTCTCATTTAATGCATTCGATGCCCTGCCCATATGCCAAGAGTTTGGCAGTATGTTTCAACTAGAA
113 C H P M L N L K HL DL SFNATFUDATLZ PI COQETFTGSMTFOQLE
1001 TTTCTGGGGTTGAGTGCCACACAGTTACAAAAATCCAGTGTGTTGCCAATCGCTCATTTGCATATCGGTAAGGTTTTACTTGTCTTAGGAGACTCTTACG
147 F L 6 L S A T QL QKSSUVLUPIAHLUHI GKUVLTLVLGHDSY

BbsI (1108)
1101 GGGAAAGAGAAGACCCTGAGAGCCTTCAAGACCTTAACACACAGAGTCTGCACATTGTTTATCCCCCAGGAAAGGAATTTCATTTTATGTTGGACGTGTC

180G E R E D P E S L Q DLNTWQSULMHI VYPPGIKTETFHTFMLDVS
1201 AGTCAGCACCGCAGTAAATCTGGAACTGTCCAATATCAGATGTGTGCTGGATGCTAACGGATGTCATCACTTCCAAAATGTTCTATTGAAACTTCAAAAG
213 v S T AV NLETLSNI RCVLDANGT CHHTFA QNVLILIKTLQK

Xmnl (1347)
1301 AACTCAAAGTTATCCAACCTGACTTTGAACAACATTGAAACCACTTGGAATTCTTTCATCACCACCCTCCAGTTTGTCTGGCATACAAGCATCGAGTATT
247 NS K L S NL TLNNIETTWNS ST FI TTLQFUVWHTS I E Y

Stul (1472)

1401 TCTCCATTTCCAGTGTGAAACTACAAGGTCAGCTGGACTTCAGAGATTTTGATTATTCTGACACGTCACTGAAGGCCTTGTCTCTACACCAAGTTGTCAG
280F S | S S V KL QG QLDTF RTDTFUDYSDTS STLIKATLTSTLUHO QVVS
1501 TGAGGTGTTCAGTTTCCCACAAAGTTACATCTATAAAATCTTTTCAAATATGAACATTCAGTATCTCACAGTGTCTGCCACACACATGGTCCACATGGTT
313 E VF S F P QS Y 1l YKTI1FSNMNIQYLTVSATHMVYHMUV
1601 TGCCCATCCCAAATTAGCCCATTTCTATATTTGGATTTTTCCAATAATGCCTTAACAGACATGGTTTTTAAAAATTGTGCAAACTTGGCTAATTTGAACA
347 C P S QI S PFLYULDTFS SNNALTODMVTFIKNT CANTLANTLN

1701 CACTCAGTTTACAAATGAATCAGTTAAAAGAACTTGTGAATGTCATCCATATGACCAAAGAAATGCAGTCTCTACAGCAATTGGATGTTAGCCAGAATAC
30T L S L QM NQL KELVNVI HMTIKTEM® QSTLQQLUDVSQNT
1801 CCTGAGGTATGATGAAAATGAGGGAAGTTGCACTTGGACCGGAAGTTTATTAAGTTTAAATTTATCTTCAAATATACTCACTGACTCTGTTTTCAGATGT
413 L R Y D E NE G S CTWTGSLLSLNLTSSNIILTDSVTFEFRSTC
1901 TTACCTCCCAGGATCAAGGTTCTTGATCTTCACAATAACAGAATAAGGAGCATCCCTAAGGATGTCGCCCATCTGGAAGCTCTGCAAGAACTCAATGTTG
447 L P P R I K VL DL HNNZ RTIIRSIPIKDVAUHLTEATLG QETLNYV

2001 CTTCCAATTCTTTAGCTCACCTGCCTGGATGTGGTTCCTTTAGCAGCCTTTCCATTCTGATCATTGACTATAATTCAATTTCCAACCCATCAGCTGACTT
480*A S N S L A HLP GO CGST FSSLSTIT LI 1 DYNSTISNTPSATDTF

BspLU11I (2158)
EcoO1091 (2122) BsrGI (2155)

2101 CTTCCAGAGCTGCCAGAAGATTAGGTCCCTCAAAGCAGGGAACAATCCATTCCAATGTACATGTGAGCTAAGAGACTTCATCCAAAGTCTAGGTCAAGTA
513 F Q S C Q K 1 R S L KAGNNZPTFOQCTT CETLT RTDTFTIQSTLGA QYV
2201 TCGAGTGACGTGGTAGAGAGTTGGCCTGATTCTTACGAGTGTGAGTATCCAGAAAGCTATAAGGGGACTCTGCTCAAGGACTTCCGTGTATCTGAATTAT
547 S S DV VESWZPUDSYET CETYZ PESYIKS GTTLTLTZ KT DTFTR RYVSE.L
2301 CCTGCAACACAGCTCTGCTGATTGTCACCATCGGAGTCACTGGGCTGGCACTGGCTCTTACCATGACCGGCCTCTGTGTCTACTTTGATCTGCCCTGGTA
58S C N T A L L I VvV T 1 GV TGLALALTMTSGLT CVYTFTDLZFPWY
2401 TCTCAGGATGCTGTGTCAGTGGACCCAGACTCGGCGCAGGGCTAGGAATGTACCCTTAGAAGAACTCCAAAGAACTCTCCAGTTCCATGCCTTCATTTCA
6133 L R M L C QW TOQTH RURRARNVTPTLTETETLUI QRTLI QFUHATFII S
2501 TATAGTGGGCATGATTCTGCTTGGGTAAAGAATGAATTACTACCAAATGTAGAAAAAGAAGGTATAAAGATTTGTCTCCATGAGAGAAACTTTGTTCCTG
647 Y S G H D S A W V K N E L L P NV EIKTETGTI K1 CLHET RNTFVTP
2601 GCAAGAGCATCATGGAAAATATCATAAACTGCATTGAGAAAAGCTACAAGTCCATCTTTGTTTTGTCTCCCAACTTTGTCCAGAGCGAGTGGTGCCACTA
680FG K S I M E N I I N C I E K S Y K S I F VL SPNTFVQSEWTCHY
2701 TGAACTCTACTTTGCCCACCACAACCTCTTCCATGAAGGGTCTGATAACTTAATCCTGATCTTGCTGGATTCCATTCCACAGTATTCCATCCCCAGCAGC
713 E L Y F A HHNLTFHETGSHDNTLTI LI LLDSTIPQY ST PSS
2801 TATCACAAACTCAAAGCTCTCATGGCACAGCGAACTTATTTGGAATGGCCCAAGGAGAAGAGCAAACATGGACTTTTTTGGGCTAATCTGAGAGCATCCA
747" Y H K L K A LM A QRTVYULEWTPTIKTETZ KT SZ KU HGLTFMWANTLT RAS



Mscl (2986)

BglII (2945) Nhel (2980)
2901 TTAATATTAAATTGATGGAGAAAGCAGAAGAAATAAGTTACACACAGATCTAAAAATATTCCTCTGCTGCTTTTGTGAAAGCTAGCTGGCCAGACATGAT
7801 N I K L M E KA E E I S Y T Q | e —_—

3001 AAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATT

Hpal (3118)
3101 ATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCT

3201 ACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAG
B ——— -

3301 GCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTC

Swal (3467)
3401 TTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGT

Eco01091 (3528)
3501 TTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGAC

3601 AGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCA
4494 ¢« N R T Y K L P I L E E I T T K V L KGN NWMTE I L V
Sacl (3728)

3701 CAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCT
1154 F ¢C D P A YD S I L ERCMGT C®PS SV VPRI SRDVETDTSTYZPHTR
Stul (3892)

3801 GACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCA
824 V. AV I T D F DK QGNJSVASGI AI AEATCVTVRGI Y AE
3901 ATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGA
4841 H V A S | | E G T K TR I A A GV HHIKNDTETYTLMTI KETAV

BspHI (4042)
Bbsl (4038)
Xmnl (4034)

4001 CCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATG
154 E V L E L D QQS I NTFTK M-

Sacl (4157)
4101 ATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCC
o

Spel (4255)
4201 CATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACT
-

SnaBI (4383)
4300 TGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGC

4400 CAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACA

4500 CTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTAT

PstI  (4667)
Sdal (4666)Pacl (4674) BspLU11I (4684)
4600 TGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAA
-

4698 AGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGT

4798 CAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGAT

4898 ACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTG

ApaLl (4998)
4998 TGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCA

5098 GCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTG

5198 GTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTG

5298 CAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGG

Eagl (5434)
Pacl (5414) Swal (5423) Notl (5433)
5398 ATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTA

5498 ACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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