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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGATCTGACAAAGATGGGGATGATCCAGCTGCAGAA
- I*M D L T KMGM I Q L QN
601 CCCTAGCCACCCCACGGGGCTGCTGTGCAAGGCCAATCAGATGCGACTGGCTGGGACTTTGTGCGATGTGGTCATCATGGTGGACAGCCAGGAGTTCCAT
13 P S HPTSGLULT CIKA AN QMU RLAGTIULTCDVV I MV D SQE FH
Nhel (714)
701 GCCCACCGGACGGTGCTAGCCTGCACCAGCAAGATGTTTGAGATCCTCTTCCACCGAAACAGCCAGCACTATACTCTGGACTTCCTCTCGCCAAAAACCT
47" AH R T V L ACT SKMTFE Il L FHIRNJSOQHYTULDT FULSU®PKT
801 TCCAGCAGATCCTGGAGTACGCCTACACGGCCACACTGCAAGCCAAGGCGGAGGACCTGGATGACCTGCTGTATGCAGCTGAGATTTTAGAGATCGAATA
8*F Q Q I L EYAYTATULOQAKAEDTLDU D LLYAATE'I L E I E Y
Ncol (968)
901 CCTGGAGGAGCAGTGCCTGAAGATCCTGGAGACCATCCAGGCATCTGATGACAATGACACAGAGGCCACCATGGCTGACGGTGGGGGCGAAGAAGAAGAG
113 L E EQ C L K I L ET I Q AASDDNUDTEATMADSG GGG E E E E
Ncol (1097)
Bsp1201I (1093)
1001 GACCGTAAGGCTCGATACCTCAAGAACATCTTTATCTCGAAGCATTCCAGCGAGGAGAGTGGCTACGCCAGTGTGGCTGGACAGAGCCTCCCTGGGCCCA
147 D R K A R Y L K N I F I S KH S S EESGYASVAGAOQSLUPGUP
1101 TGGTGGACCAGAGCCCCTCAGTCTCCACCTCTTTCGGTCTCTCAGCCATGAGTCCTACCAAGGCAGCIGTGGACAGCTTGATGAGTATAGGACAGTCACT
180*kM V D Q S P SV ST S FGULSAMSZPTI KAAVDSLMS I GAQ S L
Sdal (1222)
1201 CCTGCAAGGAACTCTTCAGCCACCTGCAGGGCCTGAGGAGCCCACACTGGCAGGGGGTGGGCGACACCCTGGGGTGGCTGAGGTGAAGATGGAAATGATG
213 L Q G T L Q P P A G P EEUPTULAGGSG G RHUPGVATEVIKMEMM
HindIII (1372)
1301 CAGGTAGATGAAGCCCCTGGCCAGGACAGCCCTGGGGCAGCTGAGTCTAGCATCTCAGGAGGGATGGGGGACAAGCTTGAAGAGAGGAGCAAAGAGGGGC
247 Q V D EA PG QD SPGAAESS I SGGMGHDI KL EER S K EG
Xhol (1412) Spel (1429)
1401 CTGGGACCCCGACTCGAGGCAGCGTCATCACTAGTGCCAGAGAGCTGCATTATGGGAGAGAGGAGAGTGGTGAGCAGCTCTCGCCTCCTGTTGAAGCTGG
280kP G T P T R G SV I T SARUETLHYGRETESGEQL SPUPV EAG
1501 CCAGGGACCCCCTGGGCGGCAGGAGCCCCTGGCACCCCCAGTGGAGAAGCATTTGGGTATCTACTCGGTGCTGCCCAACCACAAGGCCGATGCTGTGTTG
313 Q G P P G RQ E P LAUPUPV EKWHTILSG 1Y SV L PNUHIKADAWV L
Sphl (1601) Ncol (1655)
1601 AGCATGCCGTCTTCAGTGACGTCIGGTCTCCATGTGCAACCTGCCCTGGCAGTCTCCATGGACTTCAGCACCTACGGGGGTCTGCTGCCTCAGGGCTTCA
347 S M P S SV T SGLHVQPALAYV SMDTFSTYSGG L L PQG F
1701 TCCAGAGGGAGCTGTTCAGCAAGCTGGGGGAGCTGGCTGTGGGCATGAAGGCTGAGAGCCGCCCTCTGGGGGAGCAGTGCAGIGTGTGTGGGGTCGAGCT
380 1 Q R E L F S K LG ELAV GMIKAES S RPLSGTEQCSV CGV E L
BspEI (1800)
1801 TCCGGACAACGAGGCAGTGGAGCAGCACAGGAAACTGCACAGTGGGATGAAAACATACGGGTGTGAACTCTGCGGAAAACGGTTCCTGGACAGTTTGCGA
413 P DN EAV EQHI RIKLHSGMI KT YSGT CETLT CGI KR RTFLUD S LR
Nsil (1906)
1901 CTGAGAATGCATTTACTGGCTCATTCAGCGGGTGCCAAAGCCTTTGTGTGTGATCAGTGIGGTGCCCAGTTCTCAAAGGAGGATGCCCTGGAGACACACA
447 L R M H L L AHSAGAKATFVCDA QCGAQTFSKEUDA ATLTETH
2001 GACAGACCCATACTGGCACGGACATGGCTGTCTTCTGTCTGCTGTGTGGGAAACGCTTTCAGGCACAAAGCGCACTCCAGCAGCACATGGAGGTCCACGC
4890FR Q T H T G T DM AV F C L LCGIKI RFQAQSALAQQHMEVHA
Fspl (2105) BSstEII (2185) Ndel (2195)
2101 AGGCGTGCGCAGCTATATTTGCAGTGAGTGCAACCGCACCTTCCCCAGCCACACGGCTCTCAAGCGCCACCTTCGCTCACATACAGGTGACCACCCATAT
53 G V R S Y | ¢C S ECNIRTF P SHTALI K RHILRSHTGHDHUPY
2201 GAGTGTGAGTTCTGCGGCAGCTGCTTCCGGGATGAGAGCACACTCAAGAGCCACAAGCGCATCCACACAGGGGAGAAGCCCTATGAGTGTAACGGCTGTG
547 E C E F C G S C F RD E ST LK SHI K R I HTSGTETZKPYET CNGSTC
Eco4711I (2387)
2301 GCAAGAAGTTCAGCCTCAAGCACCAGTTGGAGACGCACTACAGGGTTCACACAGGTGAGAAGCCCTTTGAGTGCAAACTCTGCCACCAGCGCTCCCGAGA
580G K K F S L K HQ L ETH YRV HTSGEZKUPTFTETCIKTLTCHAI QRSR RD
2401 CTACTCGGCCATGATCAAGCACCTGAGAACACACAACGGTGCCTCGCCATACCAGTGTACCATCTGCACGGAATACTGCCCCAGCCTCTCCTCCATGCAG
613 Y S A M I KHLRTHNGASUPYOQCT I CTEYTZ CU®PSL S SMNAQ




BstXTI (2533) Avrll (2590)
2501 AAACACATGAAGGGCCACAAGCCGGAGGAGATCCCACCTGACTGGAGGATAGAGAAGACGTACCTCTACCTGTGTTATGTGTGAAGGGGGCCTAGGACTA
647 K H M K G H K P E E I P PDWR R I EKT Y LY LC YV e
2601 GCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGC

Hpal (2734)  Mfel (2745)
2701 TTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAA

EcoRI (2830)
2801 AGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGG
- -

2901 GATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCA

Sapl (3012) Sspl (3069) Swal (3083)
3001 AGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTG

3101 CAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCT

3201 TTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCA
4494 « N R T Y K L P I L E E I T T KV L K G
Sacl (3344) BstXI (3373)

3301 TTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCAT
204N M E | LV FCD PA YD S 1LERGCMGT C®PSVV R 1 SRDVETD
3401 CAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCT
84 S Y P H RV AV | T D FDZKU QGNJSVASG I A ITAEATCVTVR R

Stul (3508)

3501 GCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTG

544 G | YA E I HV A S | | EGTIKTH RIAAGVYVUHHTEKTNTDTETVYTLMT
Xmnl (3650)

3601 ATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCG

2041 K E T AV EV L ELDO QQS I NFT K M=
Asel (3716) Sacl (3773)
3701 ATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACC
-

Spel (3871)
3801 GTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTC
-

SnaBI (3999)
3901 AATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAAT

4001 ACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTAC

Ndel (4104)
4101 TTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGG

Sdal (4282)Pacl (4290)
4201 AACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGA

BspLUI1I (4300)
4301 ACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAA
-

4401 TCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTG

4501 CCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCT

ApaLlI (4614)
4601 CCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATC

4701 GCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGA

4801 AGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTG

4901 GTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAA

Eagl (5050)
Pacl (5030) Swal (5039) Notl (5049)
5001 CTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTT

5101 TGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAAC
5201 ATTTCTCTATCGAA
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