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pUNO1-mZBTB16
(5214 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh
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BstEII (2185)

NdeI (2195)
Eco47III (2387)

BstXI (2533)

AvrII (2590)
HpaI (2734)

MfeI (2745)
EcoRI (2830)

SapI (3012)
SspI (3069)

SwaI (3083)

SacI (3344)
BstXI (3373)

StuI (3508)

XmnI (3650)
AseI (3716)
SacI (3773)

SpeI (3871)

SnaBI (3999)

NdeI (4104)

SdaI (4282)
PacI (4290)

BspLU11I (4300)

ApaLI (4614)

PacI (5030)
SwaI (5039)
NotI (5049)
EagI (5050)

16D14v42



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGATCTGACAAAGATGGGGATGATCCAGCTGCAGAA

CCCTAGCCACCCCACGGGGCTGCTGTGCAAGGCCAATCAGATGCGACTGGCTGGGACTTTGTGCGATGTGGTCATCATGGTGGACAGCCAGGAGTTCCAT

GCCCACCGGACGGTGCTAGCCTGCACCAGCAAGATGTTTGAGATCCTCTTCCACCGAAACAGCCAGCACTATACTCTGGACTTCCTCTCGCCAAAAACCT

TCCAGCAGATCCTGGAGTACGCCTACACGGCCACACTGCAAGCCAAGGCGGAGGACCTGGATGACCTGCTGTATGCAGCTGAGATTTTAGAGATCGAATA

CCTGGAGGAGCAGTGCCTGAAGATCCTGGAGACCATCCAGGCATCTGATGACAATGACACAGAGGCCACCATGGCTGACGGTGGGGGCGAAGAAGAAGAG

GACCGTAAGGCTCGATACCTCAAGAACATCTTTATCTCGAAGCATTCCAGCGAGGAGAGTGGCTACGCCAGTGTGGCTGGACAGAGCCTCCCTGGGCCCA

TGGTGGACCAGAGCCCCTCAGTCTCCACCTCTTTCGGTCTCTCAGCCATGAGTCCTACCAAGGCAGCTGTGGACAGCTTGATGAGTATAGGACAGTCACT

CCTGCAAGGAACTCTTCAGCCACCTGCAGGGCCTGAGGAGCCCACACTGGCAGGGGGTGGGCGACACCCTGGGGTGGCTGAGGTGAAGATGGAAATGATG

CAGGTAGATGAAGCCCCTGGCCAGGACAGCCCTGGGGCAGCTGAGTCTAGCATCTCAGGAGGGATGGGGGACAAGCTTGAAGAGAGGAGCAAAGAGGGGC

CTGGGACCCCGACTCGAGGCAGCGTCATCACTAGTGCCAGAGAGCTGCATTATGGGAGAGAGGAGAGTGGTGAGCAGCTCTCGCCTCCTGTTGAAGCTGG

CCAGGGACCCCCTGGGCGGCAGGAGCCCCTGGCACCCCCAGTGGAGAAGCATTTGGGTATCTACTCGGTGCTGCCCAACCACAAGGCCGATGCTGTGTTG

AGCATGCCGTCTTCAGTGACGTCTGGTCTCCATGTGCAACCTGCCCTGGCAGTCTCCATGGACTTCAGCACCTACGGGGGTCTGCTGCCTCAGGGCTTCA

TCCAGAGGGAGCTGTTCAGCAAGCTGGGGGAGCTGGCTGTGGGCATGAAGGCTGAGAGCCGCCCTCTGGGGGAGCAGTGCAGTGTGTGTGGGGTCGAGCT

TCCGGACAACGAGGCAGTGGAGCAGCACAGGAAACTGCACAGTGGGATGAAAACATACGGGTGTGAACTCTGCGGAAAACGGTTCCTGGACAGTTTGCGA

CTGAGAATGCATTTACTGGCTCATTCAGCGGGTGCCAAAGCCTTTGTGTGTGATCAGTGTGGTGCCCAGTTCTCAAAGGAGGATGCCCTGGAGACACACA

GACAGACCCATACTGGCACGGACATGGCTGTCTTCTGTCTGCTGTGTGGGAAACGCTTTCAGGCACAAAGCGCACTCCAGCAGCACATGGAGGTCCACGC

AGGCGTGCGCAGCTATATTTGCAGTGAGTGCAACCGCACCTTCCCCAGCCACACGGCTCTCAAGCGCCACCTTCGCTCACATACAGGTGACCACCCATAT

GAGTGTGAGTTCTGCGGCAGCTGCTTCCGGGATGAGAGCACACTCAAGAGCCACAAGCGCATCCACACAGGGGAGAAGCCCTATGAGTGTAACGGCTGTG

GCAAGAAGTTCAGCCTCAAGCACCAGTTGGAGACGCACTACAGGGTTCACACAGGTGAGAAGCCCTTTGAGTGCAAACTCTGCCACCAGCGCTCCCGAGA

CTACTCGGCCATGATCAAGCACCTGAGAACACACAACGGTGCCTCGCCATACCAGTGTACCATCTGCACGGAATACTGCCCCAGCCTCTCCTCCATGCAG

 M   D   L   T   K   M   G   M   I   Q   L   Q   N

  P   S   H   P   T   G   L   L   C   K   A   N   Q   M   R   L   A   G   T   L   C   D   V   V   I   M   V   D   S   Q   E   F   H  

 A   H   R   T   V   L   A   C   T   S   K   M   F   E   I   L   F   H   R   N   S   Q   H   Y   T   L   D   F   L   S   P   K   T   

F   Q   Q   I   L   E   Y   A   Y   T   A   T   L   Q   A   K   A   E   D   L   D   D   L   L   Y   A   A   E   I   L   E   I   E   Y

  L   E   E   Q   C   L   K   I   L   E   T   I   Q   A   S   D   D   N   D   T   E   A   T   M   A   D   G   G   G   E   E   E   E  

 D   R   K   A   R   Y   L   K   N   I   F   I   S   K   H   S   S   E   E   S   G   Y   A   S   V   A   G   Q   S   L   P   G   P   

M   V   D   Q   S   P   S   V   S   T   S   F   G   L   S   A   M   S   P   T   K   A   A   V   D   S   L   M   S   I   G   Q   S   L

  L   Q   G   T   L   Q   P   P   A   G   P   E   E   P   T   L   A   G   G   G   R   H   P   G   V   A   E   V   K   M   E   M   M  

 Q   V   D   E   A   P   G   Q   D   S   P   G   A   A   E   S   S   I   S   G   G   M   G   D   K   L   E   E   R   S   K   E   G   

P   G   T   P   T   R   G   S   V   I   T   S   A   R   E   L   H   Y   G   R   E   E   S   G   E   Q   L   S   P   P   V   E   A   G

  Q   G   P   P   G   R   Q   E   P   L   A   P   P   V   E   K   H   L   G   I   Y   S   V   L   P   N   H   K   A   D   A   V   L  

 S   M   P   S   S   V   T   S   G   L   H   V   Q   P   A   L   A   V   S   M   D   F   S   T   Y   G   G   L   L   P   Q   G   F   

I   Q   R   E   L   F   S   K   L   G   E   L   A   V   G   M   K   A   E   S   R   P   L   G   E   Q   C   S   V   C   G   V   E   L

  P   D   N   E   A   V   E   Q   H   R   K   L   H   S   G   M   K   T   Y   G   C   E   L   C   G   K   R   F   L   D   S   L   R  

 L   R   M   H   L   L   A   H   S   A   G   A   K   A   F   V   C   D   Q   C   G   A   Q   F   S   K   E   D   A   L   E   T   H   

R   Q   T   H   T   G   T   D   M   A   V   F   C   L   L   C   G   K   R   F   Q   A   Q   S   A   L   Q   Q   H   M   E   V   H   A

  G   V   R   S   Y   I   C   S   E   C   N   R   T   F   P   S   H   T   A   L   K   R   H   L   R   S   H   T   G   D   H   P   Y  

 E   C   E   F   C   G   S   C   F   R   D   E   S   T   L   K   S   H   K   R   I   H   T   G   E   K   P   Y   E   C   N   G   C   

G   K   K   F   S   L   K   H   Q   L   E   T   H   Y   R   V   H   T   G   E   K   P   F   E   C   K   L   C   H   Q   R   S   R   D

  Y   S   A   M   I   K   H   L   R   T   H   N   G   A   S   P   Y   Q   C   T   I   C   T   E   Y   C   P   S   L   S   S   M   Q  

 K   H   M   K   G   H   K   P   E   E   I   P   P   D   W   R   I   E   K   T   Y   L   Y   L   C   Y   V   •  

SgfI (6)
PvuI (7)
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Psp1406I (203) HindIII (245)

NgoMIV (441)

AgeI (552)
BstEII (555)

NcoI (560)

NheI (714)

NcoI (968)

Bsp120I (1093)
NcoI (1097)

SdaI (1222)

HindIII (1372)

XhoI (1412) SpeI (1429)

SphI (1601) NcoI (1655)

BspEI (1800)

NsiI (1906)

FspI (2105) BstEII (2185) NdeI (2195)

Eco47III (2387)

1
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501

601

701

801
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1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

1

13

47

80

113

147

180

213

247

280

313

347

380

413

447

480

513

547

580

613



AAACACATGAAGGGCCACAAGCCGGAGGAGATCCCACCTGACTGGAGGATAGAGAAGACGTACCTCTACCTGTGTTATGTGTGAAGGGGGCCTAGGACTA

GCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGC

TTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAA

AGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGG

GATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCA

AGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTG

CAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCT

TTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCA

TTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCAT

CAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCT

GCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTG

ATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCG

ATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACC

GTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTC

AATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAAT

ACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTAC

TTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGG

AACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGA

ACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAA

TCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTG

CCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCT

CCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATC

GCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGA

AGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTG

GTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAA

CTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTT

TGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAAC
ATTTCTCTATCGAA

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   

N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D

  S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R  

 G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   

I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

 M   D   L   T   K   M   G   M   I   Q   L   Q   N

  P   S   H   P   T   G   L   L   C   K   A   N   Q   M   R   L   A   G   T   L   C   D   V   V   I   M   V   D   S   Q   E   F   H  

 A   H   R   T   V   L   A   C   T   S   K   M   F   E   I   L   F   H   R   N   S   Q   H   Y   T   L   D   F   L   S   P   K   T   

F   Q   Q   I   L   E   Y   A   Y   T   A   T   L   Q   A   K   A   E   D   L   D   D   L   L   Y   A   A   E   I   L   E   I   E   Y

  L   E   E   Q   C   L   K   I   L   E   T   I   Q   A   S   D   D   N   D   T   E   A   T   M   A   D   G   G   G   E   E   E   E  

 D   R   K   A   R   Y   L   K   N   I   F   I   S   K   H   S   S   E   E   S   G   Y   A   S   V   A   G   Q   S   L   P   G   P   

M   V   D   Q   S   P   S   V   S   T   S   F   G   L   S   A   M   S   P   T   K   A   A   V   D   S   L   M   S   I   G   Q   S   L

  L   Q   G   T   L   Q   P   P   A   G   P   E   E   P   T   L   A   G   G   G   R   H   P   G   V   A   E   V   K   M   E   M   M  

 Q   V   D   E   A   P   G   Q   D   S   P   G   A   A   E   S   S   I   S   G   G   M   G   D   K   L   E   E   R   S   K   E   G   

P   G   T   P   T   R   G   S   V   I   T   S   A   R   E   L   H   Y   G   R   E   E   S   G   E   Q   L   S   P   P   V   E   A   G

  Q   G   P   P   G   R   Q   E   P   L   A   P   P   V   E   K   H   L   G   I   Y   S   V   L   P   N   H   K   A   D   A   V   L  

 S   M   P   S   S   V   T   S   G   L   H   V   Q   P   A   L   A   V   S   M   D   F   S   T   Y   G   G   L   L   P   Q   G   F   

I   Q   R   E   L   F   S   K   L   G   E   L   A   V   G   M   K   A   E   S   R   P   L   G   E   Q   C   S   V   C   G   V   E   L

  P   D   N   E   A   V   E   Q   H   R   K   L   H   S   G   M   K   T   Y   G   C   E   L   C   G   K   R   F   L   D   S   L   R  

 L   R   M   H   L   L   A   H   S   A   G   A   K   A   F   V   C   D   Q   C   G   A   Q   F   S   K   E   D   A   L   E   T   H   

R   Q   T   H   T   G   T   D   M   A   V   F   C   L   L   C   G   K   R   F   Q   A   Q   S   A   L   Q   Q   H   M   E   V   H   A

  G   V   R   S   Y   I   C   S   E   C   N   R   T   F   P   S   H   T   A   L   K   R   H   L   R   S   H   T   G   D   H   P   Y  

 E   C   E   F   C   G   S   C   F   R   D   E   S   T   L   K   S   H   K   R   I   H   T   G   E   K   P   Y   E   C   N   G   C   

G   K   K   F   S   L   K   H   Q   L   E   T   H   Y   R   V   H   T   G   E   K   P   F   E   C   K   L   C   H   Q   R   S   R   D

 K   H   M   K   G   H   K   P   E   E   I   P   P   D   W   R   I   E   K   T   Y   L   Y   L   C   Y   V   •  

BstXI (2533) AvrII (2590)

HpaI (2734) MfeI (2745)

EcoRI (2830)

SapI (3012) SspI (3069) SwaI (3083)

SacI (3344) BstXI (3373)

StuI (3508)

XmnI (3650)

AseI (3716) SacI (3773)

SpeI (3871)

SnaBI (3999)

NdeI (4104)

SdaI (4282)PacI (4290)

BspLU11I (4300)

ApaLI (4614)

PacI (5030) SwaI (5039) NotI (5049)
EagI (5050)

2501

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

4901

5001

5101
5201

141

120

87

54

20

647
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