Pvul (7)

Sgfl (6) Mfel (82)
Eagl (3469)
o
Wi vu
Pacl (3449) HindIII (245)

/Bsu36I (291)

NgoMIV (441)
/ Agel (552)

hEF1-HTLV prom

ApaLlI (3033)

mTSLP

BspLU11I (2719)
Pacl (2709)
PstI (2702)
Sdal (2701)

pUNO1-mTSLP

(3633 bp)

hCMYV enh SV40 p(A)
Ndel (2523)

SnaBI (2418)

hCMV prom (h) Bglobin p(A) Y \EcoRI (1249)
Spel (2290)
Sacl (2192)

Swal (1502)

100 Eco01091 (1563)

Xmnl (2069)

Stul (1927) Sacl (1763)

BstXI (1792)

C?) InvivoGen

16F29v40



Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
BstEII (555) Spel (597)
Agel (552) Ncol (560) Scal (594)
501 CTGAGATCACCGGTCACCATGGTTCTTCTCAGGAGCCTCTTCATCCTGCAAGTACT
- *M V L L RS LF I L QV L
BspHI (678)
601 AGTACGGATGGGGCTAACTTACAACTTTTCTAACTGCAACTTCACGTCAATTACGAAAATATATTGTAACATAATTTTTCATGACCTGACTGGAGATTTG
13 VvV R M G LT YN FSNT CNT FTS I TK I YCN 1 I FHDILTSGTD L
701 AAAGGGGCTAAGTTCGAGCAAATCGAGGACTGTGAGAGCAAGCCAGCTTGTCTCCTGAAAATCGAGTATTATACTCTCAATCCTATCCCTGGCTGCCCTT
47" K G A K F EQ | EDCE SK PACULULIK I EYYTULNUWPII PGTCUP

801 CACTCCCCGACAAAACATTTGCCCGGAGAACAAGAGAAGCCCTCAATGACCACTGCCCAGGCTACCCTGAAACTGAGAGAAATGACGGTACTCAGGAAAT
8*S L P D K T F AR RTIREALNUDU HTC®PGY®PETEIRNDGTAGQEWM
901 GGCACAAGAAGTCCAAAACATCTGTCTGAATCAAACCTCACAAATTCTAAGATTGTGGTATTCCTTCATGCAATCTCCAGAATAAAATTAGCTTTCAGCT

113 A Q EV Q N I C L NQT SQ I L R LW Y S FMAOQS P E e
Mscl (1021)
Nhel (1015)

1001 TCTGCTATGAAAATCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTG

Hpal (1153)  Mfel (1164)
1101 AAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGA

EcoRI (1249)
1201 GGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTA
- <

1301 CTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAA

Sapl (1431) SsplI (1488)
1401 GATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAA

Swal (1502) Eco01091 (1563)
1501 TAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGAC

1601 TTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGT
494 ¢ N R T Y K L P | L E E I T
Sacl (1763) BstXI (1792)
1701 GGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTG
1274 T K V L K G NM E I LV FCDU&PAYDS I L ERT CMGTCU®PSV VR
1801 ATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTT
94| S R DV ED S Y PHI RV AV I TDFDJI KO QGNSVASG I A I A E
Stul (1927)
1901 CAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTT
60d A C V T V R G I YA E I HV A S I | EGTIKTR R I A AGV HHKN
Bbsl (2073)
Xmnl (2069)
2001 GTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGA
274 D E Y LM T I K ETAV EV L ELDQQS I N FTK M-
Asel (2135) Sacl (2192)
2101 GTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTG
-

Spel (2290)
2201 CTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAA
-

2301 ACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCAT




2401

2501

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501
3601

SnaBI (2418)
GGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTG

Ndel (2523)
ACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCC

CTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAAC

Pacl (2709)
PstI (2702)
Sdal (2701) BspLUI1I (2719)
GCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCC
e

CTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCG

CTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGT

ApaLlI (3033)
TCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACC

CGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCC

TAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAA

ACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTG

Eagl (3469)
Pacl (3449) Swal (3458) NotI (3468)
ACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTA

CATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTG
CAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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