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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
BspHI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAACTCCAAAGACTCCTCCCCAACTCTGCTGGAAGC
- 1IPM NS K DS S P T L L E A
601 TCTGAGCAGCGATTTCCTAGCCTGTAAAATCTGCCTGGAGCAGTTACACACACCCAAGACTCTGCCATGCCTACATACCTATTGCCAGGACTGTCTGGCA
13 L S S D F L A CK I CLEOQLHT®PIKTLUPC CLHTYT COQDT CTLA
701 CAACTGGACATCGGTGGTCAGGTCCGCTGCCCCGAGTGTCGGGAGATTGTGCCTGTACCCGCCGAAGGGGTGGCCGCCTTTAAGACCAACTTCTTTGTCA
47* Q L D I G G Q VR C P E CREI VPVPAEGVAATFI KTNTFF V

801 ATGGGCTCTTGGATCTTGTCAAGGCCAGAGCTCCCGGAGACGTCCATTCAGGGAAGCCAACTTGCGCTCTGTGCCCTCTGGTGGGAGGCAAGAGCTCTGG
80N G L L DLV KAZRAPGDVUHSGI KT PTTZ CALT CPLVGS GIKS S G
SandI (900) BsaBI (958)

901 GGGACCCGCCACAGCCAGGTGCCTGGACTGTGCCGACGACTTATGCCAGGCCTGTGCCGATGGGCATCGCTGCTCCCGGCAGACCCATAAGCACCGTGTC
113 G P AT AR CL DTG CADTUDTLTECIO QAT CATDTGHT RT CSU RIOQTHTE KTHT RV
Xhol (1043)

1001 GTTGACTTGGTGGGTTACAGAGCCGGGTGGTATGATGAAGAGGCTCGAGAGCGCCAGGCGTCCCAGTGTCCCCAGCACCCAGGGGAAGCCCTCTGCTTCC
147 V. D L V G Y R A GWYDETEARTETZ RTI QASIOQCPIOQHTPGEA ATLTCTF
BStAPI (1127) SandI (1143) Clal (1153)

1101 TCTGTCAACCTTGTTCTCAGTTGCTCTGCAAGGATTGCCGCCTGGGTCCCCATATCGATCACCCCTGCTTGCCCCTAGCGGAAGCAGTGCGTTCCAGGAA
180 L C Q P C S Q L L C K DCRULG GPUHI DHPTC CLZPLAEJAVT RSTR RK
1201 GCCAGGCCTTGAGGAGTTATTGGCAGGTGTGGACAGCAATCTGGTGGAGCTAGAAGCCACTCGGGTGGCAGAAAAGGAAGCCCTGGCCTTGCTTCGGGAG
213 P G L E E L L AGVDSNTLVETLTEATHR RVATETZKTEATLATLTLTR RE

Pvull (1334) BStAPI (1371)
1301 CAGGCAGCCAGTGTGGGGACTCAGGTGGAGGAGGCAGCTGAACGAATCCTCAAGTCCCTGCTGGCCCAGAAGCAGGAAGTGCTGGGACAACTCCGGGCCC
247" Q AA S V G T Q VE E A A E R I L KSLILA QKU QEUVLTGAOQLRA

Mscl (1463)
1401 TTGTGGAGGCTGCTGAGGAGGCTACCAGGGAGAGGTTGACCAAAATAGAGCGCCAGGAGCAGGTGGCCAAGGCGGCGGCTGCCTTTGCCCGTCGAGTGCT
280kL V E A A E E A TRE I RLTIK I ERQEQVAIKAAAATFA AR RIR RV L
Xbal (1509)
1501 CAGCTTGGGTCTAGAGGCCGAGATCCTTTCGCTGGAGGGAGCAATCACACAGCGCCTGCGCCAACTTCAGGATGCTCCCTGGACGTCTGGGCCCACCCGC
313 S L G L E A E I L S L EGAI T QRULIRQLAQDAPWT S G P TR
Xhol (1633)
1601 TGTGTGCTGCCCCAGCTAGAGCTCCATCCCGGGCTCGAGGACAAGAACTGCCACCTGCTCCGACTCATCTTTGAGGAGCCTAAACAATCCCCGAAGGACA
347 C V L P Q L E L HP GLEWDJI KNG CMHILTLI RTLTI FEEUWPIKIQSUPIKTD
Acc651 (1717)
1701 GCGGGAAGGGTGGGGCTGGTACCCAAGGAGGGGATGAAGCTCAAGGCCAAGGGGACGATAGAACCAAGATAGGGAAGCAGGGTGGAGCCCAGCCCCTGAC
380S G K G G A G T QG GDEAQGAOQGDU DR RTIKI GKQGGAAOQ®PLT
BbsI (1843)
Tth1111 (1837)
1801 TCCCAAAGAAGGCAAAGACCAGAACCCCCAAGAAGATGACGGGGTCTTCATCGAAAGGGGTAACAGGCCTAACAAGAAGAAGAAGTGCAAAGGCAGAGGC
413 P K E G K D Q NP QE DD GV F I ERGNIZ RUPNIKIKIKIKTCIKGR R G
Bsu36I (1929)
1901 AAGTCTGTTTCTCGGGAGCCCAGCCCCATCCTGAGGCCAAACCTAGAAGGTTCCGGCCTCCTCCCTCGGCCTGTGTTTTCCTGGAGTTTCCCCACGAGGA

447 K S V. S R E P S P 1 L RPNLTETGSSGLTLZPRPVFSWSTFTZPTHR

Ecod7III (2012) Tth1111 (2033) Xmnl (2091)
2001 TGCCCGGGGACAAGCGCTCCCCTCGCATCACTGGACTCTGTCCCTACGGCCCCCAGGAAATCTTGGTGGCAGATGAGCAGAACAGGGTCTTGAAACGCTT
480M P G D K R S P R I T G L CP Y GPQE Il L VADTETG QNTRVTLTKTR RTF

Pstl (2170)
2101 CTCCCTCAATGGGGACTACAAAGGCACAGTGCAGGTCCCCGAGGGCTGTTCCCCGTGCAGCGTGGCTGCCCTGCAGAATGCAGTGGCTTTCTCTGCCAAT
513 S L N G DY K G TV QVZPETGT CS®PTCSVAALTU OQNAVATFSAN
Dralll (2272)
Xeml (2267)
2201 GCAAAACTCTATCTTGTCAGTCCTGACGGAGAAATTCAGTGGCGCAGGTCCCTGAGCCTCACCCAGTCCAGCCACGCCGTGGCCGCAATGCCATGTGGAG
547 A K L Y L VS P D GE 1l QWU RUI RSLSLTOQSSHAVAAMTPTCSG
Bst11071 (2335) Nhel (2386)
2301 ACCGAGTAGCTGTCAGTGTGGCAGGCCATGTGGAGGTATACAAGAAAGATGGCAGCCTGGCTACCCGCTTTATCCCTGGAGGCAAGGCTAGCCGGGGCCA
580D R V A V S V A G H V E VY K K D G S LATW RT FI P GGIKASTZ RGNAQ
2401 GCGGGCACTGGTGTTCCTAACCACCAGCCCCCAGGGCAATTTTGTAGGGTCAGATTGGCAGCAGAATAGCGTGGTTTTCTGTGATGGGTTAGGTCAGGTG
613 R A L V F L T T S PQGNTFVGSDWAOQQNSVVFCDGTLTGA QYV
2501 ATCTGGGAATACAAGGGCCCCGGGTTACATGGCTGCCAGCCAGGTTCTGTGTCTGTGGATAAGAAGGGCTACATATTTCTGACCCTTCGAGAGGTGAACA
647 | W E Y K G P G L HGC QPGS V SVDJI KT KTGY 'l FLTLTZ RTE VN



Neol (2684)

BamHI (2613) Neol (2655) BStEIl (2676) Scal (2699)
2601 AGGTGGTGATACTGGATCCCAAGGGGTCACTTCTTGGTGACTTCCTAACAGCATACCATGGCCTGGAAAAGCCCCGGGTAACCACCATGGTAGACGGCAA
680K V V I L D P K G S L L GDTFLTAYUHGLTETZ KPR RVTTMVDGK

AvrIl (2775) Mscl (2787)
2701 GTACTTGGTGGTGTCACTTAGCAATGGGACCATCCATGTCTTTAGGGTCAGGTTTCCTGACAGCTAAAGCGGCTTCCTAGGACTAGCTGGCCAGACATGA
713 Y L VvV S L SNGTI HVFRVRF P DS e —_—
2801 TAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCAT

Hpal (2919) Mrfel (2930)
2901 TATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTC

EcoRI (3015)
3001 TACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATA
_ -

3101 GGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCT

SspI  (3254) Swal (3268)
3201 CTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATG

3301 TTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGA

3401 CAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGC
4414 ¢ N R T Y K L P I L E E I T T K VL KGNME I L
3501 ACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCC
1154v F ¢ D P A Y D S I L ERCMG G CZPSVVR I SRDVETDTSTYPHTR
3601 TGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTC
824 VvV A V I T D F DK QG NS VASGI A I AEACVTVR RG I Y ATE
3701 AATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCG
494 | H V A S | | E G T K TR I AA GV HHIKNDETYTULMTTI1I KTETA
BspHI (3843)
BbsI (3839)
Xmnl (3835)
3801 ACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGAT
154v E V L E L D Q Q S I NF T K M-
Asel (3901)
3901 GATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCG
-t

Spel (4056)
4000 CCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGA
-

SnaBI (4184)
4099 CTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACT

Ndel (4289)
4199 GCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATA

4299 CACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATT

Pstl (4468)
Sdal (4467)Pacl (4475) BspLU11I (4485)
4399 ATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCA
-

4497 AAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAA

4597 GTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGG

4697 ATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGC

ApaLIl (4799)
4797 TGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAG

4897 CAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATT

4997 TGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTT

5097 TGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAG

Eagl (5235)
Pacl (5215) Swal (5224) NotI (5234)
5197 GGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCG

5297 TAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATC
5397 GAA
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