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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGAGGTGGCTGTGGAGAAGGCGGCGGCGGCAGCGGC

- 1M E VA V E K A A A A A A
Bsp120I (660)
NgoMIV (653)
601 TCCGGCCGGAGGCCCCGCAGCGGCGGCGCCGAGCGGGGAGAATGAGGCCGAGAGCCGGCAGGGCCCGGACTCGGAGAGCGGCGGCGAGGCGTCCCGGCTC
13 P A G GPAAAAPSGENTEAESI RQG?®PDSESGSGTEASR R L
Eco4711I (785)

701 AACCTGTTGGACACTTGCGCCGTGTGCCACCAGAACATCCAGAGCCGGGTGCCCAAGCTGCTGCCCTGCCTGCACTCGTTCTGCCAGCGCTGTTTGCCCG
47 N L L D T C AV CH QNI QSR VP KULIULU®PTCLHS ST FTCQRTZCULU®P
Eco47111 (806) Xmal (882)

801 CGCCGCAGCGCTATCTCATGCTGACGGCGCCCGCGCTGGGCTCGGCAGAGACCCCTCCACCCGCTCCCGLCLCCCGLLCLCLCCGLLLcCGGGLTCCCCGGLCGEG
80A P Q R Y L M L TAPALGSAETU®PZPPAPAPAPAPGSUPASG
901 TGGTCCTTCGCCATTCGCCACCCAAGTTGGAGTCATTCGATGCCCAGTTTGCAGTCAAGAGTGTGCTGAGAGACACATCATAGACAACTTTTTTGTGAAG
113 G P S P F AT Q VGV I RCPVCSQET CATERUHI I DNTFTF VK
1001 GACACCACTGAAGTTCCTAGTAGTACAGTAGAAAAGTCTAATCAGGTATGTACAAGCTGTGAAGACAATGCAGAAGCTAATGGGTTTTGTGTAGAGTGTG
147 D T T E V P S S T V E K S NQV CTSCEUDNATEANSGT FTCVEC
1101 TTGAATGGCTCTGCAAGACATGTATTAGAGCTCACCAGAGGGTGAAGTTCACAAAAGACCACACAGTCAGGCAGAAAGAAGAAGTATCTCCAGAGGCAGT
180V E W L C K T C I R A HQR VKT FTIKWDHTVIRQKTETEUVSPEAV

BstEII (1203)
1201 TGGGGTGACCAGTCAGCGACCAGTGTTTTGTCCCTTCCATAAAAAGGAGCAGTTGAAACTTTACTGTGAAACATGTGATAAACTGACCTGTCGAGACTGC
213 G VvV T S Q R P V F CP F HKKE QLKLY CETTCDZ KILTT CRDSTC
1301 CAGCTGCTAGAACACAAAGAACACAGGTATCAATTTATAGAAGAAGCTTTTCAGAATCAAAAAGTGATCATAGATACTCTAATCACCAAACTGATGGAAA
247 Q L L E H K E HR Y QF I EEAF QN QKWVI I DTTWLII TKULWME
Bst11071 (1416)
1401 AAACAAAATATATAAAGTATACAGGAAATCAGATCCAAAATAGGATAATTGAAATAAATCAAAACCAAAAGCAGGTGGAACAGGATATTAAAGTTGCCAT
280K T K Y I K Y T G N QI Q NR I I E I NQNOQKQVEIQD I K VA I
1501 CTTCACATTGATGGTGGAGATAAACAAAAAAGGGAAAGCTCTGCTGCACCAGCTTGAGAGTCTTGCAAAGGACCATCGAATGAAACTCATGCAACAACAG
313 F T L MV E I N K K G KA L L HQULZESULAIKIUDUHRMIEKTILMAOQAOQNAQ
Nsil  (1639)
BstAPI (1632)
1601 CAGGAAGTGGCTGGGCTTTCTAAGCAGTTAGAGCACGTCATGCATTTTTCTAAATGGGCTGTTTCCAGTGGCAGCAGCACAGCCTTGCTGTACAGCAAGC
347 Q E VA G L S K QL EHVMHTFSIKWAVSSGSSTATLTILYSK
1701 GGCTGATTACATACAGGTTACGGCACCTTCTTCGTGCAAGGTGTGATGCTTCTCCTGTGACCAACACCACCATCCAGTTTCACTGTGATCCTAGTTTCTG
380kR L I T Y R L R HLLRART CMDASU®PVTNTTI QFHTCDTZPSTF W
Sspl (1807)
1801 GGCTCAAAATATTATCAACTTGGGTTCTTTAGTAATCGAGGATAAAGAGAGCCAGCCACAAATGCCTAAGCAGAATCCTGTCGTGGAGCAGAGTTCACAG
413 A Q N I | N L G S L VI EDIKESQPQMU®PIKQNZPVVEQS SAQ
Dralll (1901)
1901 CCACCAGGTGGTTTACCTTCCAACCAGTTATCCAAGTTCCCAACACAGATCAGCCTAGCTCAGTTACGACTCCAGCATATTCAGCAACAGGTAATGGCTC
447 P P G G L P S NQL S KFPTQIlI SLAQLURL QHI QQQVMA
BstAPI (2004) Bsp120I (2059)
2001 AGAGGCAACAGGTGCAACGGAGGCCAGCACCTGTGGGTTTACCAAACCCTAGAATGCAGGGGCCCATCCAGCAGCCTTCCATCTCTCATCAGCATCCGCC
480¥Q R Q Q V Q R R P APV GLPNPRM~OQGT®PI QQFP S I S HQHUPTP
2101 ACCACGCTTAATAAACTTTCAGAATCACAGCCCTAAGCCCAATGGACCAGTTCTTCCTCCTTATCCTCAGCAGCTGAGATATTCACCAAGCCAGAATGTA
513 P R L I NF QN H S P KWPNGPVLPPYPQQLIRY SP S QNYV
2201 CCTCGGCAGACAACAATAAAGCCCAACCCCTTGCAAATGGCTTTTTTGGCTCAACAGGCCATAAAACAGTGGCAGATCAGCAGTGTACAGGCTCCGCCCA
547 P R Q T T I K P NP L QMATFULAQQA Il K QWOQIl S SV QAUPUP
ApaLlI (2399)
2301 CAACTGCCAGCAGCTCCTCCTCCACGCCGTCCAGCCCCACAATCACAAGTGCAGCTGGGTACGATGGAAAAGCTTTTAGTTCACCCATGATTGATCTGAG

58T T A S S S S S T P S S P T I1 TSAAGYTDGIKATFSSPMIDTL S
Agel (2403)
SgrAl (2402) Scal (2455)
2401 TGCACCGGTGGGAGGGTCTTACAATCTTCCTTCTCTTCCAGATATTGATTGTTCAAGTACTATAATGTTGGACAACATTGCAAGGAAAGACACAGGTGTA
613 A P V G G S Y NL P S L P DI DT CSSTI MLTUDNIAR RIEKTIDTGV

PshAl (2592)
2501 GATCACGCCCAGCCGAGGCCTCCGTCAAACAGAACGGTGCAGTCACCAAATTCATCAGTGCCATCTCCAGGCCTTGCAGGGCCTGTTACTATGACTAGCG
647 D H A Q P R P P S NRTVQSPNSSVPSPGLAGPVTMTS



Dralll (2618) Sapl (2657)
2601 TCCATCCCCCAATACGTTCACCTAGTGCCTCCAGTGTTGGAAGTCGAGGAAGCTCTGGCTCTTCCAGCAAACCAGCAGGAGCTGATTCTACTCACAAGGT
680V H P P 1 R S P SASSVGSU RGSSGS S S KUPAGADTSTHK V
BstBI (2723)
Bspl191 (2723)
2701 CCCAGTAGTCATGCTGGAGCCAATTCGAATAAAACAGGAAAACAGTGGACCACCTGAAAATTATGATTTTCCTGTTGTTATAGTAAAACAAGAATCAGAT
713 P V VM L E P I R 1 K QENSGPU®PENYDTFU®PVVI VKIOQESTD
Xbal (2806)

2801 GAAGAATCTAGACCTCAAAATACTAACTATCCAAGAAGCATACTTACCTCCCTCCTCTTAAACAGCAGTCAGAGCTCTGCTTCTGAGGAAACCGTGTTAC
747" E E S R P Q NT NY PR S I L TS LLILNJSSAQSSASZETETUVL
2901 GATCTGATGCCCCTGATAGTACAGGAGATCAGCCTGGACTCCATCAAGAAAATTCCTCAAATGGAAAGTCTGAGTGGTCGGATGCCTCCCAGAAGTCCCC
780kR S D A P DS T GD QUPGULHI QENSISNSGI KSEMWSIDASNOQKS®P
3001 TGTGCATGTCGGAGAGACGAGGAAGGAGGATGACCCCAATGAAGACTGGTGTGCTGTTTGTCAAAATGGTGGGGAACTCCTATGCTGTGAGAAATGTCCT
813 V HV G E T R K EDDUPNEUDWTCAVCOQNG GG GTETLULTCTCTETKTCTP

XemlI  (3145)
3101 AAAGTATTCCATCTTACTTGTCATGTGCCCACCTTGACAAATTTTCCAAGTGGAGAATGGATCTGTACTTTCTGCCGAGACTTATCTAAGCCAGAGGTTG
8478 K V F H L T C HV P TLTNTFZPSGEMWTI CTTFTCRUDTILSIKZPTEV
Hpal (3261)

3201 ACTATGATTGTGATGTTCCCAGTCACCACTCAGAGAAACGGAAAAGTGAAGGCCTTACTAAGTTAACGCCAATAGACAAAAGGAAATGTGAACGCCTACT
88D Y D C D V P S HH S E K RIKSEGLTIKTULTU®P I DKIZ RIKT CTERTILL
3301 TCTGTTTCTTTACTGCCATGAAATGAGCCTGGCTTTCCAAGACCCTGTTCCTCTAACTGTGCCTGATTATTATAAAATAATTAAAAACCCAATGGACTTG
913k L F LY CHEMSLATFQDUWPVPL TVPDY Y K I I K N P M D L

Bst11071 (3438)

3401 TCAACCATCAAGAAAAGACTTCAGGAGGATTATTGCATGTATACAAAGCCTGAAGACTTTGTAGCTGATTTTAGATTGATCTTTCAAAACTGTGCTGAAT
947 S T | K K R L Q E DY CMY TIKWPEUDTFVADTFEFR RTILTI F QNTZ CAE

Bsu36I (3595)
3501 TCAATGAGCCTGATTCTGAAGTAGCCAATGCTGGTATAAAACTTGAAAGCTATTTTGAAGAACTTCTAAAGAATCTTTATCCAGAAAAAAGGTTTCCTAA
980F N E P D S E VA N A G |I K L E S Y F E E L L K NLY P E KU RTF P K
3601 GGTAGAATTCAGGCATGAAGCAGAAGACTGTAAGTTCAGTGACGACTCAGACGATGACTTTGTACAGCCCCGGAAGAAGCGTCTCAAGAGCACCGAGGAT
1013 V E F R H E A E DO CIKTF SDDSDTUDTUDTFVQPU RI KTI KT RTLTIKSTTETD

Mscl (3725)
Nhel (3719)

3701 CGCCAGCTGCTTAAGTAACGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATT
1047 R Q L L K e

Hpal (3857)  Mfel (3868)
3801 TGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGG

3901 GGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCC
- -

4001 TCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGT

Sapl (4135) Sspl (4192)
4101 TTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCA

Swal (4206)
4201 GAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTT

4301 GGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAA
4494 ¢« N R T Y K L P I L E E

4401 TGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCAC

12864 T T K VL K G NM E I L VF CDPAYUDSI1ILETRT CMGTCTZPS VV

4501 CCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATG
9s4 R, | S R D VE DS Y P HR VAUV I TDFWDJIKZ QGNSUVASGI A I

4601 GCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCT

614A E A C V T VR G I Y A E I HV A S Il I EGTIKTHR RI A AGV HHK

4701 TGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATA

268 N D E Y LM T I KETAVEVLTETLD QQSI NTFTIHKM-4+-——

Asel (4839)
4801 GTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGC
-

Spel (4994)
4901 TCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGT

5001 CAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCA
-

SnaBI (5122)
5101 TCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTC

Ndel (5227)
5201 ATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAA

5301 GTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATG




5401

5501

5601

5701

5801

5901

6001

6101

6201
6301

Pacl (5413)
Pstl  (5406)
Sdal (5405)
TAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGC
-

CCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCG

TGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCT

ApaLl (5737)
CAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC

AACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGT

GGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAA

ACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGG

Pacl (6153) Swal (6162) NotI (6172)
TCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTC

ATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCC
AGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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