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1

101

201

301

401

501

601

Pvul (7)
Sefl (6) Mfel (82)
GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

NgoMIV (441)

PshAI (575)
Agel (552) Ncol (568)
CTGAGATCACCGGTAGGAGGGCCACCATGGCGACCACCGTCAGCACGCAGCGCGGG

- M AT TV ST Q R G
BsrGI (604)
CCGGTGTACATTGGTGAACTCCCCCAGGACTTCCTCCGTATAACACCCACACAACAGCAGCAGCAGATCCAGCTGGATGCCCAGGCAGCCCAGCAGCTGC

11 P V Y |1 G E L PQ D F LR I'TPTQQQQQ I QLDAQAAROQOQL

701

Acc65I (717)
AGTATGGAGGAACAGTTGGTACCGTGGGTCGCCTCAGCATCACTGTGGTACAGGCAAAATTGGCAAAGAATTATGGCATGACTCGTATGGACCCTTACTG

4Q Y G G TV GTV G R LS I TVVQAKTILAKNYG GMTRMDPYSC

801

77k

901

ApalLl (884)
CCGTCTGCGTCTGGGCTATGCTGTTTATGAAACTCCCACAGCACACAATGGGGCCAAGAACCCTCGCTGGAACAAAGTCATTCAGTGCACAGTGCCCCCA
R L RLGYAVYETU®PTAHNSGAIKNWPRWNIKYV I QCTV PP
BgllI (922) BssHII (935) Ncol (946)
GGTGTGGACTCGTTCTACCTTGAGATCTTCGATGAGCGCGCCTTCTCCATGGATGACCGCATAGCTTGGACCCACATCACCATCCCCGAGTCCCTGAAGC

111 G v D S F Y L E I F D ERAF SMDUD R I AWTH I T I P E S LK

1001

AGGGCCAAGTGGAGGACGAGTGGTATAGCCTGAGTGGGAGGCAGGGCGATGACAAGGAGGGCATGATTAACCTGGTCATGTCCTACACGTCCCTCCCAGC

144#*Q G Q V ED EW Y S L SGRQGDUDIKEGM I NILVMSYTSLPA

1101

177¥

1201

Xeml (1148)
TGCCATGATGATGCCTCCTCAGCCTGTGGTCCTGATGCCAACTGTGTACCAGCAGGGTGTTGGCTATGTGCCCATTGCAGGGATGCCTGCTGTCTGCAGC
AMMMUZPPQPVV LMPTV YQQGVGYV P I AGMUPAVLC S
MsclI (1216) EcoO1091I (1264) BspLU111 (1285)
CCTGGCATGGTGCCGATGGCCATGCCCCCACCAGCTGTGGCTCCTCAGCCCCGCTGTAATGAAGAGGACCTCAAAGCTATCCAGGACATGTTTCCCAACA

211 P G MV P M A M P P PAV A PQ®PRT CNTETEDTLIKAI1IQDWMTF PN

1301

TGGACAGGGAAGTAATCCGTTCTGTGCTTGAAGCCCAGAGAGGGAACAAAGATGCTGCCATCAATTCCTTGCTGCAAATGGGTGAAGAGTCCTAGACCCG

244*M D R E V | R SV L EAQRGNIKUDAAINSTULILAQMGTETE S e

1401

1501

1601

1701

1801

1901

2001

2101

Mscl (1465)
Nhel (1459)
CCTGTGGCCCTTGGCTTCACACCACTGACCCTTGGACTTGTCCACCCAGGGCTCCCCAGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGG

Hpal (1597)
ACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTT

Mfel (1608) EcoRI (1693)
AACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCT
- -

AAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAAT

Sapl (1875)
GTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAA

Sspl (1932) Swal (1946)
TGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAG

Eco0O1091 (2007)
ATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAG

CTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGT

1414 ¢ N R T Y K L P I L E E I T T KV LK GNWME I LV FCDPAYTD

2201

1084

2301

Sacl (2207) BstXI (2236)
CAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAA
S 1 L ERCMSGC®PSVV R 1T SRDVEDSYPHIRVAV I TDF
Stul (2371)
GTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATC

71D KQ GN SV ASG I A I AEACVTVRG I YAE I HV A S | I



2401 TCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCT

414E G T K T R I AA GV HHIKNDE Y LMT I K ETA AV EV L ELDNAQ
Bbsl (2517)
Xmnl (2513) Asel (2579)
2501 GCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTG
84 Q S I N F T K M- -
Sacl (2636)

2601 GATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGA

Spel (2734)
2701 GTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAAC
-

SnaBI (2862)
2801 CGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGG

Ndel (2967)
2901 TCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGC

3001 AGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCG

PacI (3153)

Sdal (3145) BspLUI11I (3163)
3101 TTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCG
-

3201 TAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGA

3301 CTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGG

ApallI (3477)
3401 GAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCC

3501 CGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGA

3601 GCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAG

3701 TTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAA

Pacl (3893)
3801 AAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTA

Eagl (3913)
Swal (3902) Notl (3912)
3901 ACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAA

4001 CAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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