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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
BstEII (555)
Agel (552) Ncol (560) Bbsl (574)
501 CTGAGATCACCGGTCACCATGGCTACAGATGTCTTCAATTCCAAAAACCTGGCCGT
- 1* M AT DV FNSKNTLAV
BstEII (699)
BsrGI (692)
601 TCAGGCACAAAAGAAGATCCTGGGCAAAATGGTATCCAAATCCATCGCCACCACGCTGATCGACGACACCAGCAGCGAGGTGCTAGATGAGCTGTACAGG
3 Q A Q K K I L G KMV SK S I ATTTLIDDTSSEVTLDTETLTYR
701 GTGACCAAGGAGTACACCCAGAACAAGAAGGAGGCGGAGAGGGTCATCAAGAACCTCATCAAGACGGTCATCAAGCTGGCCGTCCTCCACAGGAACAATC
47# V. T K E Y T Q N K K EAERV I KNULIKTV IKTLAVTLHTE RNN
ApalLl (847) PshAI (864)

801 AGTTCAATCAAGACGAGCTGGCGCTCATGGAGAAGTTCAAGAAGAAGGTGCACCAGCTTGCCATGACGGTCGTCAGCTTCCACCAGGTAGAGTACACCTT

8*Q F N Q D E L A LMEZIKTFIKI KI KV HQLAMTVV S FHAQV EYTF
901 CGACCGCAATGTGCTGTCCAGGCTGCTGAACGAGTGCCGAGAGCTCCTACACGAGATCATTCAGCGCCACCTTACCGCCAAGTCTCACGGACGGGTTAAT
113 D R N V L S R L L N EC R E L L H E I I Q RHLTAIK SHGR VN

BsrGI (1043) Pmel (1062)
1001 AATGTCTTTGACCATTTTTCAGATTGTGATTTTTTGGCTGCCTTGTACAATCCCTTTGGAAAGTTTAAACCTCACTTACAGAAACTTTGCGACGGCATCA
147 NV F DHF SDU CDTFILAALYNU®PTFG G K FKPHILAOQKLTCDG I
Mscl (1159)
Ndel (1122) Nhel (1153)

1101 ACAAAATGTTGGATGAAGAGAACATATGAGCTTGCGAAGTAAGATTGTGACCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAAC
1890 N K M L D E E N | e

Hpal (1291)
1201 CACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAAC

Mfel (1302) EcoRI (1387)
1301 AACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATA
- -

1401 CAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCAT

Sapl (1569)
1501 TAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACT

Sspl (1626) Swal (1640)
1601 GACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTC

Eco01091 (1701)
1701 AAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAG
414 .
1801 TTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGA
13904N R T Y K L P I L E E I T T KV LKGNME I LV FCDUPAYD S I
1901 TGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTT
%64 L E R C M G C P SV VR I SRDVEDSYPH RVAV I TDFDK
Stul (2065)
2001 CTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCA
734 Q GNSVASG I A I AEACVYTVV RG I YAE I HVAS I I EG
2101 GTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAG
304T K T R I AAGV HHKNDEY LMT I KETA AV EV L ELDIOQAQS
Bbsl (2211)
Xmnl (2207) Asel (2273)
2201 AGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGC
64 | N F T K M- ]
2301 GTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTT




Spel (2428)
2401 ACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTAT
-

SnaBI (2556)
2501 CCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGT

Ndel (2661)
2601 ACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTA

2701 CCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGC

Pacl (2847)
Pstl (2840)
Sdal (2839) BspLUI11I (2857)
2801 GGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAA
-

2901 GGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAA

3001 AGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCG

ApalI (3171)
3101 TGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCG

3201 CTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGG

3301 TATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCT

3401 TCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGG

Pacl (3587) Swal (3596)
3501 ATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTT

Eagl (3607)
NotI (3606)
3601 AAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAAC

3701 GAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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