
125

pUNO1-mTLR11
(6024 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mTLR11 (Tabeta et al.)

SgfI (6)
PvuI (7)

Psp1406I (203)
Bsu36I (291)

NgoMIV (441)
AgeI (552)

SphI (560)

SpeI (1090)

SspI (1299)

ApaLI (1430)
EcoRI (1504)
BspHI (1518)
BsaBI (1522)

BglII (1659)
NcoI (1692)

SdaI (1773)
ScaI (1827)

SandI (1923)

ScaI (2341)

Bsp120I (2606)

XbaI (3111)MscI (3125)
XcmI (3128)

NheI (3406)
MscI (3412)

HpaI (3544)
EcoRI (3640)

SspI (3879)
SwaI (3893)

BstXI (4183)

BbsI (4464)
AseI (4526)

SpeI (4681)

SnaBI (4809)

NdeI (4914)

SdaI (5092)
PacI (5100)

BspLU11I (5110)

ApaLI (5424)

PacI (5840)
SwaI (5849)
NotI (5859)
EagI (5860)

15L15v40



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCCAAGGATGGAAAGACATCAGTTCTGCTCTGTTCT

CCTCATTCTGATACTATTGACTCTGGTGAGCCTTACCTTGACTGGCTGGGCATGGACCATCCCTGATTGCATCATAGCAGACAGTTTGTTATTTCCTAAC

CTTTCCTACTACATCCCATTCTGTACCTCGGCCCCAGGACTACACCTTTTGGCATCTTGCTCTAATGTTAAAAACTTAAATCAGACCCTAAAAAGAGTGC

CCAGAAATACAGAGGTACTCTGCCTCCAGGGCATGGTTCCTACTCTGCCAGCTAAGGCCTTTATTCGCTTCCACTCCCTACAGCTTCTAAGGCTGCAATT

GAGTACAACCAGTGTCACATCTAGGACTTTTCAAGGACTGGACCAGCTACAATACCTTTTTTTTGATCATCATGCTCCCTGTTGCCTAAGCTTGTTCCTC

TCTCCAAATTGTTTTGAGTCTCTTAGATCCCTTAGTAGTCTTTCCTTTCAAGGATACTGCCTGACTTATAGCCAAAGCATCTACTTGCCAACTAGTCTTA

GGCATCTAACTCTGAGGAATAGCTGTCTAACAAAGTTTCAGGACCTTCAAAGGCTCTTCCCAGACCTTCTGCTGAGTACCTCCTCTACACCCAATACCAA

ACCAGGGGCACCCTTTTTAGAGATGCTGGATTTATCTTACAACCTTCAGCTGAAACAGGCAGGTGTCAGAGACTTGTATGGCCTCACACTCCATTCCCTA

ATATTGGATGGTACCCCACTAAGAGCACTTGATCTCACAGACTCAGGACTGCTCCACTTGCACTTCCTCTCCCTTGTGGGAACAGGAATAGAAAAAGTGC

CTGCAAGTTTGACTGGCTACTCTGAGCTTCGTGCACTTGACCTTGGGAAAAACCAAATCCAAAACATCTTGGAAAATGGAGAAATCCCAGGTTATAAAGC

CCTGGAATTCCTTAGCCTTCATGATAACCATCTGCAAACACTTCCTACCAGGTTTCTACATACTCTACCCCAGCTTCAGAAGCTCAACCTATCTATGAAT

AAGCTTGGACCAATCTTGGAGCTTCCAGAAGGACTCTTTAGCACAAACTTAAAAGTGCTAGATCTATCCCATAATCAACTCTGTGATGTACCCCATGGGG

CTTTCTCCCTTTTGTCACAGCTCCAGGAGCTCTGGTTGAGTGGCAATAACATCTCCAGTTTATCCAATGAAAGCCTGCAGGGACTGAGGCAGCTGAGGAC

ACTAGACTTAAGTTGGAATCAAATTAAAGTACTCAAACCAGGCTGGCTCTCTCATCTTCCTGCTCTGACTACCTTGAACCTTCTGGGCACCTACTTAGAA

AATATCTTAGGCATACAACTTCAGGGTCCCAAGATGCTAAGGCATCTACAACTGGGTTCTTATCCAATGCTGGACATATATCCTCCCTGGCCCCCAACAC

TCCTTAGCTTAGAAATACAAGCAGAATCATGTATTCAGTTTATGATTCACAGTGGACAGCCATTCTTATTCTTAGAGAACCTTACCTTAGAGACTTCCAT

TCTATTACTAAAACCAGACAACATCACAATTCATTTTCCCTCCCTGCGTCGCCTCACCTTGCGTGGCTACAGCTTCATCTTCTCAACCAGTCAACTTCAG

AGATTCTTCCCACAACAGCTTCCTCTTCTGGAGCACTTCTTTATCTGGTGTGAAAACAGCTATGCAGTAGACCTCTATCTATTTGGGATGCCCAGGCTAC

GTGTGCTAGAGCTGGGGTACCTTAACTTTTTCTATGAGTCAAGTACTATGAAGCTAGAGATGCTATTGAAGGAGGTACCTCAGTTACAGGTACTGGCATT

GAGCCACCTGAATCTCAGGAACCTCTCTGTGTCCAGCTTTAAGAGCTTGCAGGACCTCAAACTGCTGCTCTTCAACTCTGAAAGGGCGCTGGAGATGAAC

AGCAACCTCCAGGAGTTTATTCCTCAGATGCCTCAGTACGTTTACTTCTCTGATGTCACCTTTACTTGCCAGTGTGAAGCTTCCTGGCTGGAGTCTTGGG

 M   P   R   M   E   R   H   Q   F   C   S   V   L

  L   I   L   I   L   L   T   L   V   S   L   T   L   T   G   W   A   W   T   I   P   D   C   I   I   A   D   S   L   L   F   P   N  

 L   S   Y   Y   I   P   F   C   T   S   A   P   G   L   H   L   L   A   S   C   S   N   V   K   N   L   N   Q   T   L   K   R   V   

P   R   N   T   E   V   L   C   L   Q   G   M   V   P   T   L   P   A   K   A   F   I   R   F   H   S   L   Q   L   L   R   L   Q   L

  S   T   T   S   V   T   S   R   T   F   Q   G   L   D   Q   L   Q   Y   L   F   F   D   H   H   A   P   C   C   L   S   L   F   L  

 S   P   N   C   F   E   S   L   R   S   L   S   S   L   S   F   Q   G   Y   C   L   T   Y   S   Q   S   I   Y   L   P   T   S   L   

R   H   L   T   L   R   N   S   C   L   T   K   F   Q   D   L   Q   R   L   F   P   D   L   L   L   S   T   S   S   T   P   N   T   K

  P   G   A   P   F   L   E   M   L   D   L   S   Y   N   L   Q   L   K   Q   A   G   V   R   D   L   Y   G   L   T   L   H   S   L  

 I   L   D   G   T   P   L   R   A   L   D   L   T   D   S   G   L   L   H   L   H   F   L   S   L   V   G   T   G   I   E   K   V   

P   A   S   L   T   G   Y   S   E   L   R   A   L   D   L   G   K   N   Q   I   Q   N   I   L   E   N   G   E   I   P   G   Y   K   A

  L   E   F   L   S   L   H   D   N   H   L   Q   T   L   P   T   R   F   L   H   T   L   P   Q   L   Q   K   L   N   L   S   M   N  

 K   L   G   P   I   L   E   L   P   E   G   L   F   S   T   N   L   K   V   L   D   L   S   H   N   Q   L   C   D   V   P   H   G   

A   F   S   L   L   S   Q   L   Q   E   L   W   L   S   G   N   N   I   S   S   L   S   N   E   S   L   Q   G   L   R   Q   L   R   T

  L   D   L   S   W   N   Q   I   K   V   L   K   P   G   W   L   S   H   L   P   A   L   T   T   L   N   L   L   G   T   Y   L   E  

 N   I   L   G   I   Q   L   Q   G   P   K   M   L   R   H   L   Q   L   G   S   Y   P   M   L   D   I   Y   P   P   W   P   P   T   

L   L   S   L   E   I   Q   A   E   S   C   I   Q   F   M   I   H   S   G   Q   P   F   L   F   L   E   N   L   T   L   E   T   S   I

  L   L   L   K   P   D   N   I   T   I   H   F   P   S   L   R   R   L   T   L   R   G   Y   S   F   I   F   S   T   S   Q   L   Q  

 R   F   F   P   Q   Q   L   P   L   L   E   H   F   F   I   W   C   E   N   S   Y   A   V   D   L   Y   L   F   G   M   P   R   L   

R   V   L   E   L   G   Y   L   N   F   F   Y   E   S   S   T   M   K   L   E   M   L   L   K   E   V   P   Q   L   Q   V   L   A   L

  S   H   L   N   L   R   N   L   S   V   S   S   F   K   S   L   Q   D   L   K   L   L   L   F   N   S   E   R   A   L   E   M   N  

 S   N   L   Q   E   F   I   P   Q   M   P   Q   Y   V   Y   F   S   D   V   T   F   T   C   Q   C   E   A   S   W   L   E   S   W   

A   T   R   A   P   N   T   F   V   Y   G   L   E   K   S   I   C   I   A   N   A   S   D   Y   S   K   T   L   L   F   S   F   L   A

  T   N   C   P   H   G   T   E   F   W   G   F   L   T   S   F   I   L   L   L   L   L   I   I   L   P   L   I   S   C   P   K   W  

 S   W   L   H   H   L   W   T   L   F   H   T   C   W   W   K   L   C   G   H   R   L   R   G   Q   F   N   Y   D   V   F   I   S   

Y   C   E   E   D   Q   A   W   V   L   E   E   L   V   P   V   L   E   K   A   P   P   E   G   E   G   L   R   L   C   L   P   A   R

  D   F   G   I   G   N   D   R   M   E   S   M   I   A   S   M   G   K   S   R   A   T   L   C   V   L   T   G   Q   A   L   A   S  

 P   W   C   N   L   E   L   R   L   A   T   Y   H   L   V   A   R   P   G   T   T   H   L   L   L   L   F   L   E   P   L   D   R   

Q   R   L   H   S   Y   H   R   L   S   R   W   L   Q   K   E   D   Y   F   D   L   S   Q   G   K   V   E   W   N   S   F   C   E   Q

  L   K   R   R   L   S   K   A   G   Q   E   R   D   •  

SgfI (6)
PvuI (7)

Psp1406I (203) Bsu36I (291)

NgoMIV (441)

AgeI (552) SphI (560)

SpeI (1090)

SspI (1299)

ApaLI (1430)

EcoRI (1504) BspHI (1518)
BsaBI (1522)

BglII (1659) NcoI (1692)

SdaI (1773)

ScaI (1827)

SandI (1923)

ScaI (2341)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

1

13

47

80

113

147

180

213

247

280

313

347

380

413

447

480

513

547

580

613

647



CTACACGGGCCCCAAACACATTTGTTTATGGGCTGGAAAAATCCATTTGCATAGCTAATGCCTCAGACTACTCCAAAACTCTACTATTCTCTTTCCTTGC

TACTAATTGTCCACACGGTACTGAGTTTTGGGGCTTTCTCACCAGTTTCATTCTGCTGCTTCTGTTGATTATCCTTCCTCTGATTAGCTGTCCTAAATGG

TCCTGGCTTCATCACCTCTGGACACTCTTTCATACTTGTTGGTGGAAATTATGTGGACATAGACTCAGAGGCCAATTCAACTATGATGTCTTTATATCCT

ATTGTGAGGAGGATCAAGCTTGGGTGCTGGAAGAACTGGTTCCAGTTCTGGAGAAAGCCCCTCCTGAAGGTGAAGGCTTGAGGTTGTGCCTGCCTGCCAG

GGACTTTGGGATTGGAAATGACAGGATGGAATCCATGATTGCCAGCATGGGCAAAAGCAGAGCCACCCTCTGTGTGCTCACAGGACAGGCCTTAGCAAGT

CCCTGGTGCAATCTAGAGTTACGACTGGCCACTTACCACTTGGTAGCCAGGCCTGGGACCACTCATCTCCTGCTGTTGTTTCTGGAGCCCCTTGATAGGC

AGAGGCTCCATAGTTACCATCGCCTATCCCGTTGGCTCCAGAAGGAGGACTATTTTGATTTGTCCCAAGGGAAAGTGGAGTGGAACTCTTTCTGTGAGCA

ACTGAAGAGACGGCTCAGCAAAGCTGGACAAGAAAGAGATTAAGGACTGCAGGAATGCTGTTGTGCAGAAGATCCTTTCAGCAGCAGAGGGAATGTGCTC

TCATCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTG

ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGA

GGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCC

TTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTG

TATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAA

TACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAAC

AAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGAC

CAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTG

TCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGA

CAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATA

GAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTA

TACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAG

ACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCC

CATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGC

GATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATA

GGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCG

TTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGG

TTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGC

ATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGT

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V  

 L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   

D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V

  T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y  

 L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

 M   P   R   M   E   R   H   Q   F   C   S   V   L

  L   I   L   I   L   L   T   L   V   S   L   T   L   T   G   W   A   W   T   I   P   D   C   I   I   A   D   S   L   L   F   P   N  

 L   S   Y   Y   I   P   F   C   T   S   A   P   G   L   H   L   L   A   S   C   S   N   V   K   N   L   N   Q   T   L   K   R   V   

P   R   N   T   E   V   L   C   L   Q   G   M   V   P   T   L   P   A   K   A   F   I   R   F   H   S   L   Q   L   L   R   L   Q   L

  S   T   T   S   V   T   S   R   T   F   Q   G   L   D   Q   L   Q   Y   L   F   F   D   H   H   A   P   C   C   L   S   L   F   L  

 S   P   N   C   F   E   S   L   R   S   L   S   S   L   S   F   Q   G   Y   C   L   T   Y   S   Q   S   I   Y   L   P   T   S   L   

R   H   L   T   L   R   N   S   C   L   T   K   F   Q   D   L   Q   R   L   F   P   D   L   L   L   S   T   S   S   T   P   N   T   K

  P   G   A   P   F   L   E   M   L   D   L   S   Y   N   L   Q   L   K   Q   A   G   V   R   D   L   Y   G   L   T   L   H   S   L  

 I   L   D   G   T   P   L   R   A   L   D   L   T   D   S   G   L   L   H   L   H   F   L   S   L   V   G   T   G   I   E   K   V   

P   A   S   L   T   G   Y   S   E   L   R   A   L   D   L   G   K   N   Q   I   Q   N   I   L   E   N   G   E   I   P   G   Y   K   A

  L   E   F   L   S   L   H   D   N   H   L   Q   T   L   P   T   R   F   L   H   T   L   P   Q   L   Q   K   L   N   L   S   M   N  

 K   L   G   P   I   L   E   L   P   E   G   L   F   S   T   N   L   K   V   L   D   L   S   H   N   Q   L   C   D   V   P   H   G   

A   F   S   L   L   S   Q   L   Q   E   L   W   L   S   G   N   N   I   S   S   L   S   N   E   S   L   Q   G   L   R   Q   L   R   T

  L   D   L   S   W   N   Q   I   K   V   L   K   P   G   W   L   S   H   L   P   A   L   T   T   L   N   L   L   G   T   Y   L   E  

 N   I   L   G   I   Q   L   Q   G   P   K   M   L   R   H   L   Q   L   G   S   Y   P   M   L   D   I   Y   P   P   W   P   P   T   

L   L   S   L   E   I   Q   A   E   S   C   I   Q   F   M   I   H   S   G   Q   P   F   L   F   L   E   N   L   T   L   E   T   S   I

  L   L   L   K   P   D   N   I   T   I   H   F   P   S   L   R   R   L   T   L   R   G   Y   S   F   I   F   S   T   S   Q   L   Q  

 R   F   F   P   Q   Q   L   P   L   L   E   H   F   F   I   W   C   E   N   S   Y   A   V   D   L   Y   L   F   G   M   P   R   L   

R   V   L   E   L   G   Y   L   N   F   F   Y   E   S   S   T   M   K   L   E   M   L   L   K   E   V   P   Q   L   Q   V   L   A   L

  S   H   L   N   L   R   N   L   S   V   S   S   F   K   S   L   Q   D   L   K   L   L   L   F   N   S   E   R   A   L   E   M   N  

 S   N   L   Q   E   F   I   P   Q   M   P   Q   Y   V   Y   F   S   D   V   T   F   T   C   Q   C   E   A   S   W   L   E   S   W   

A   T   R   A   P   N   T   F   V   Y   G   L   E   K   S   I   C   I   A   N   A   S   D   Y   S   K   T   L   L   F   S   F   L   A

  T   N   C   P   H   G   T   E   F   W   G   F   L   T   S   F   I   L   L   L   L   L   I   I   L   P   L   I   S   C   P   K   W  

 S   W   L   H   H   L   W   T   L   F   H   T   C   W   W   K   L   C   G   H   R   L   R   G   Q   F   N   Y   D   V   F   I   S   

Y   C   E   E   D   Q   A   W   V   L   E   E   L   V   P   V   L   E   K   A   P   P   E   G   E   G   L   R   L   C   L   P   A   R

  D   F   G   I   G   N   D   R   M   E   S   M   I   A   S   M   G   K   S   R   A   T   L   C   V   L   T   G   Q   A   L   A   S  

 P   W   C   N   L   E   L   R   L   A   T   Y   H   L   V   A   R   P   G   T   T   H   L   L   L   L   F   L   E   P   L   D   R   

Q   R   L   H   S   Y   H   R   L   S   R   W   L   Q   K   E   D   Y   F   D   L   S   Q   G   K   V   E   W   N   S   F   C   E   Q

  L   K   R   R   L   S   K   A   G   Q   E   R   D   •  

Bsp120I (2606)

XbaI (3111) MscI (3125)
XcmI (3128)

NheI (3406)
MscI (3412)

HpaI (3544)

EcoRI (3640)

SspI (3879) SwaI (3893)

BstXI (4183)

BbsI (4464)

AseI (4526)

SpeI (4681)

SnaBI (4809)

NdeI (4914)

SdaI (5092)

PacI (5100) BspLU11I (5110)

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

4901

5001

5101

5201

141

124

90

57

24

647

680

713

747

780

813

847

880

913



TCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAG

GTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGAC

ACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGG

CTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCT

GGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGT

GGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGT

GTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAG
GTGCCAGAACATTTCTCTATCGAA

ApaLI (5424)

PacI (5840) SwaI (5849) NotI (5859)
EagI (5860)

5301

5401

5501

5601

5701

5801

5901
6001
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