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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCAGTGACATCCCACCACATGGTCCCTGTGTTTGT

CCTGATGAGCGCCTGCCTGGCCACCGCAGGTCCAGAGCCCAGCACCCGGTGTGAACTGTCACCGATCAGTGCCTCTCATCCAGTCCAGGCCCTGATGGAG

AGCTTCACCGTTCTGTCTGGCTGTGCCAGCAGAGGCACCACTGGGCTGCCAAGGGAGGTTCACATCCTAAACCTCCGCAGTACAGACCAAGGACTAGGCC

AGCCGCAGAGAGAGGTTACCCTGCATCTGAACCCCATTGCCTCCGTGCACACTCACCACAAGCCTGTTGTGTTCCTGCTCAACTCCCCACAGCCCCTGGT

GTGGCATGTGAAGACAGAGAGACTGGCTGCTGGTGTCCCCAGACTCTTCCTGGTTTCGGAGGGTTCTGTGGTCCAGTTTTCATCAGGAAACTTCTCCTTG

ACAGCAGAAACAGAGGAAAGGAGTTTCCCTCAAGAAAATGAGCATCTGCTACACTGGGCCCAAAAGGAATATGGAGCAGTGACTTCATTCACCGAACTTA

AGATAGCAAGAAATATCTATATTAAAGTGGGAGAAGATCAAGTGTTCCCTCCCACGTGTAACATAGGGAAAAATTTTCTCTCGCTCAATTACCTTGCGGA

GTACCTTCAACCCAAAGCCGCCGAAGGTTGTGTCCTGGCCAGTCAGCCCCACGAGAAGGAAGTGCATATCATTGAGTTAATCTCCCCCAACTCCAATCCT

TACAGCACCTTCCAGGTGGATATAATAATTGACATACGACCTGCTCGAGAGGATCCTGAGGTGGTCAAAAACCTCGTCCTGATCTTGAAGTGCAAAAAAT

CTGTCAACTGGGTGATCAAGTCTTTTGACGTCAAGGGAAACTTGAAAGTTATTGCTCCTGACAGTATTGGCTTTGGAAAAGAGAGTGAACGATCCATGAC

AGTGACCAAATTGGTAAGAAATGACATCCCTTCCACCCAAGAGAATCTGATGAAGTGGGCATTGGACAATGGCTACAGCCCAGTGACGTCATACACCATA

GCTCCTGTGGCCAATAGATTTCATCTTCGGCTAGAGAACAACGAGGAGATGAGAGATGAGGAAGTCCACACCATTCCTCCTGAGCTTCGGATCCTGCTGG

GCCCTGACCACCTGCCTGCCCTGGACAGCCCACCCTTCCAAGGGGAAATCCCAAATGGAGGTTTCCCCTTTCCATTCCCGGATATCCCCAGGAGAGGCTG

GAAGGAGGGAGAAGATAGGATCCCCCGGCCAAAGGAACCCATCATTCCCAGAGTTCAATTGCTTCCAGACCACAGAGAGCCAGAAGAAGTGCAAGGGGGC

GTGAATATCGCCCTGTCAGTCAAATGTGACAATGAAAAGATGGTGGTAGCTGTAGACAAAGATTCTTTCCAGACCAATGGCTACTCGGGGATGGAGCTCA

CCCTGTTGGATCCTTCCTGCAAAGCCAAGATGAATGGTACCCACTTTGTTCTGGAGTCTCCGCTGAATGGCTGTGGTACTAGACATCGGAGGTCAGCCCC

AGATGGTGTGGTTTACTATAACTCTATTGTGGTGCAGGCTCCATCCCCTGGGGATAGCAGTGGCTGGCCAGACGGCTACGAAGATTTGGAGTCGGGTGAT

AATGGATTTCCTGGAGACACAGATGAAGGAGAAACTGCCCCCCTGAGCCGTGCTGGAGTGGTAGTGTTTAACTGCAGCTTGCGGCAGCTGAGGAGTCCCA

GTGGCTTCCAGGACCAGCTCGATGGAAATGCTACCTTCAATATGGAGCTGTATAACACAGACCTCTTTCTGGTGCCCTCCCCGGGGGTCTTCTCTGTGGC

AGAGAATGAGCATGTATATGTTGAGGTGTCTGTCACTAAGGCTGACCAAGATCTGGGATTTGCCATCCAAACCTGCTTTATCTCTCCATACTCAAACCCA

GACAGAATGTCTGATTACACCATCATCGAGAACATCTGTCCGAAGGATGACTCTGTGAAGTTCTACAGCTCCAAGAGAGTGCACTTCCCCATCCCACATG

CTGAAGTGGACAAGAAGCGGTTCAGCTTTGTGTTCAAGTCCGTGTTCAACACCTCCCTGCTCTTCCTGCACTGCGAGCTGACGCTGTGCTCTAGGAAGAA
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GGGCTCCCAGAAGCTGCCAAAGTGTGTGACTCCTGATGACGCCTGCACCTCTCTAGATGCCACCATGATCTGGACCATGATGCAGAATAAGAAGACATTC

ACCAAGCCCCTGGCCGTGGTCCTCCAAGTAGATTATAAAGAAAATGTTCCAAACATGAAGGAGTCCAGTCCGGTTCCTCCTCCTCCACAGATTTTCCACG

GCCTGGACACGCTCACCGTGATGGGCATTGCGTTTGCAGCATTTGTGATCGGAGCACTCCTGACGGGGGCCTTGTGGTATATCTACTCCCACACAGGGGA

GACGGCACGAAGGCAGCAAGTCCCTACCTCGCCACCAGCCTCGGAGAACAGCAGCGCAGCCCACAGCATAGGGAGCACTCAGAGCACTCCCTGCTCTAGC

AGCAGCACGGCCTAGGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTG

TGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGG

GAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTC

TACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTT

AAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGA

AATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGG

ACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATG

GTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCC

TGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGC

TTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTG

TTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGT

GAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTC

TGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCA

AAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATC

ATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCAT

TGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGT

CCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTA

ACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCC

CCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTG

CGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCA

GTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAA

CCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGG

CCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAAC

AAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTC

TGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCAT
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TACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAG
TGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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