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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Ncol (560)
BstEII (555)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCAGTGACATCCCACCACATGGTCCCTGTGTTTGT

- 1M AV T S HHMV P V F V

Dralll (642)
601 CCTGATGAGCGCCTGCCTGGCCACCGCAGGTCCAGAGCCCAGCACCCGGTGTGAACTGTCACCGATCAGTGCCTCTCATCCAGTCCAGGCCCTGATGGAG

13 L M S ACLATAGPTEPSTRTZ CETLZS®PI SASHPVQALME
701 AGCTTCACCGTTCTGTCTGGCTGTGCCAGCAGAGGCACCACTGGGCTGCCAAGGGAGGTTCACATCCTAAACCTCCGCAGTACAGACCAAGGACTAGGCC
47 S F T VLS G CASR RS GTTS GLUPREVHILNLI RSTUDAZ QGTL G

BStEII (813)
801 AGCCGCAGAGAGAGGTTACCCTGCATCTGAACCCCATTGCCTCCGTGCACACTCACCACAAGCCTGTTGTGTTCCTGCTCAACTCCCCACAGCCCCTGGT
80*Q P Q R E V T L HL NUP I A SV HTHHIK®PVVF LLNSZSUZPQPTLV
901 GTGGCATGTGAAGACAGAGAGACTGGCTGCTGGTGTCCCCAGACTCTTCCTGGTTTCGGAGGGTTCTGTGGTCCAGTTTTCATCAGGAAACTTCTCCTTG
113 W H V K T E R L AAA GV PIRULT FULVSESGSVVQF S SGNTF S L
Bsp120I (1055)
1001 ACAGCAGAAACAGAGGAAAGGAGTTTCCCTCAAGAAAATGAGCATCTGCTACACTGGGCCCAAAAGGAATATGGAGCAGTGACTTCATTCACCGAACTTA
147 T A E T E E R S F P Q E NEHULULHWAI QIKTEYGAVTSFTTEL
BbrPI (1152)
1101 AGATAGCAAGAAATATCTATATTAAAGTGGGAGAAGATCAAGTGTTCCCTCCCACGTGTAACATAGGGAAAAATTTTCTCTCGCTCAATTACCTTGCGGA
180K I A R N I Y I K V GE D QVFPPTU CNIGI KNTFILSLNY L ATE
1201 GTACCTTCAACCCAAAGCCGCCGAAGGTTGTGTCCTGGCCAGTCAGCCCCACGAGAAGGAAGTGCATATCATTGAGTTAATCTCCCCCAACTCCAATCCT
213 Y L Q P K AAE GCVLASQPHETZKTEVHI I EL 1 SPNSZSNFEP
Xhol (1343) Bsu36I (1354)
1301 TACAGCACCTTCCAGGTGGATATAATAATTGACATACGACCTGCTCGAGAGGATCCTGAGGTGGTCAAAAACCTCGTCCTGATCTTGAAGTGCAAAAAAT
247 Y S T F Q vVD 1l I I DI RPAREUDUPEVVKNLVL I L KCKK
1401 CTGTCAACTGGGTGATCAAGTCTTTTGACGTCAAGGGAAACTTGAAAGTTATTGCTCCTGACAGTATTGGCTTTGGAAAAGAGAGTGAACGATCCATGAC
280kS V N W V I K S FDVI KIS GNLIKVI APDS S 1 GF GIKTESEI R SMT
1501 AGTGACCAAATTGGTAAGAAATGACATCCCTTCCACCCAAGAGAATCTGATGAAGTGGGCATTGGACAATGGCTACAGCCCAGTGACGTCATACACCATA
313 v T K L VR ND I P S T QENILMIKMWALUDNGY S PV TSY T
Bsp1201 (1698)
1601 GCTCCTGTGGCCAATAGATTTCATCTTCGGCTAGAGAACAACGAGGAGATGAGAGATGAGGAAGTCCACACCATTCCTCCTGAGCTTCGGATCCTGCTGG
347 AP VA NR F HLRLENNETEMRIDTETEVHTI PPETILT RI L L
EcoRV (1780)
1701 GCCCTGACCACCTGCCTGCCCTGGACAGCCCACCCTTCCAAGGGGAAATCCCAAATGGAGGTTTCCCCTTTCCATTCCCGGATATCCCCAGGAGAGGCTG
380G P D H L P AL DSUPUPTFQGETIl PNGGTFU®PTFPFPDI PRI RGW
1801 GAAGGAGGGAGAAGATAGGATCCCCCGGCCAAAGGAACCCATCATTCCCAGAGTTCAATTGCTTCCAGACCACAGAGAGCCAGAAGAAGTGCAAGGGGGC
413 K E G E D R I P R P K E P I I PRV QLLUPDUHTR RTETPETEVQSGSG
1901 GTGAATATCGCCCTGTCAGTCAAATGTGACAATGAAAAGATGGTGGTAGCTGTAGACAAAGATTCTTTCCAGACCAATGGCTACTCGGGGATGGAGCTCA
447" V. N 1 A L S V K CDNZEI KMV VAV DI KD ST FAQTNGY SGME L
Acc651 (2035)
2001 CCCTGTTGGATCCTTCCTGCAAAGCCAAGATGAATGGTACCCACTTTGTTCTGGAGTCTCCGCTGAATGGCTGTGGTACTAGACATCGGAGGTCAGCCCC
48T L L D P S C K A KMNGTHT FVLESU®PLNGT CGTI RHIZ RIR RSATP
2101 AGATGGTGTGGTTTACTATAACTCTATTGTGGTGCAGGCTCCATCCCCTGGGGATAGCAGTGGCTGGCCAGACGGCTACGAAGATTTGGAGTCGGGTGAT
513 D G V VY Y NS I VVQAPSU®PGDSSGWZ®PWDGYEDTLTES G D
Pstl (2271) Pvull (2284)
2201 AATGGATTTCCTGGAGACACAGATGAAGGAGAAACTGCCCCCCTGAGCCGTGCTGGAGTGGTAGTGTTTAACTGCAGCTTGCGGCAGCTGAGGAGTCCCA
547 N G F P G D T DbDESGETAPLS SR RAGVVVFNZ CSILU RI QLR RSU®P
Xmal (2379)
2301 GTGGCTTCCAGGACCAGCTCGATGGAAATGCTACCTTCAATATGGAGCTGTATAACACAGACCTCTTTCTGGTGCCCTCCCCGGGGGTCTTCTCTGTGGC
580kS G F Q D Q L D G NA TFNWMETULYNTHDTULT FULVPSPGVF S VA
BglIl (2448)
2401 AGAGAATGAGCATGTATATGTTGAGGTGTCTGTCACTAAGGCTGACCAAGATCTGGGATTTGCCATCCAAACCTGCTTTATCTCTCCATACTCAAACCCA
613 E N E H VY V E V S VTKADA QDULGTFAI QT CTF 1 S P Y S NP
2501 GACAGAATGTCTGATTACACCATCATCGAGAACATCTGTCCGAAGGATGACTCTGTGAAGTTCTACAGCTCCAAGAGAGTGCACTTCCCCATCCCACATG
647 D R M S DY T I | E NI CP K DD SV K F Y S S KU RV HTFP I P H
2601 CTGAAGTGGACAAGAAGCGGTTCAGCTTTGTGTTCAAGTCCGTGTTCAACACCTCCCTGCTCTTCCTGCACTGCGAGCTGACGCTGTGCTCTAGGAAGAA
680FA E V D K K R F S F VF K S V F NT S L L F L HCEULTWLTCSR K K



Xbal (2751)

2701 GGGCTCCCAGAAGCTGCCAAAGTGTGTGACTCCTGATGACGCCTGCACCTCTCTAGATGCCACCATGATCTGGACCATGATGCAGAATAAGAAGACATTC
713 G S Q K L P K CVT®PDUDACTSLUDATMI WTMMAOQNTKKTF
2801 ACCAAGCCCCTGGCCGTGGTCCTCCAAGTAGATTATAAAGAAAATGTTCCAAACATGAAGGAGTCCAGTCCGGTTCCTCCTCCTCCACAGATTTTCCACG
747* T K P L AV VL QVDYI KTENVZPNMEKTESS®PVZPPZPZPAOQI FH
2901 GCCTGGACACGCTCACCGTGATGGGCATTGCGTTTGCAGCATTTGTGATCGGAGCACTCCTGACGGGGGCCTTGTGGTATATCTACTCCCACACAGGGGA
780G L D T L T VM GI ATFAATFUVI GALLTGALWY 1l Y S HTGE
3001 GACGGCACGAAGGCAGCAAGTCCCTACCTCGCCACCAGCCTCGGAGAACAGCAGCGCAGCCCACAGCATAGGGAGCACTCAGAGCACTCCCTGCTCTAGC
813 T A R R QQ VP T SPPASENSSAAHSTIGSTOQST®PTCS S

Nhel (3117)
AvrIl (3110)
3101 AGCAGCACGGCCTAGGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTG
847 S S T

Hpal (3255)
3201 TGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGG

EcoRI (3351)
3301 GAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTC
> -

3401 TACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTT

SspI  (3590)
3501 AAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGA

Swal (3604)
3601 AATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGG

3701 ACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATG
414 ¢ N R T Y K L P | L E E

3801 GTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCC
1274T T K VL K G NM E I L VFCDU®PAYDS S 11 L ERTCMGTCU®PS V VR

3901 TGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGC
944 | S R DV E D S Y P HR VAV I TDFUDI K QGNSUVASGI A1 A

Stul (4029)

4001 TTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTG

611 E A C V T VR G I YA E I HVAS I I EGTI KTHRI1IT A AGV HHK
BspHI (4179)

4101 TTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGT

274N D E Y L M T I K E T A V E V LEULDI QQS I NTFTK M-
Asel (4237)
4201 GAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTC
-

Spel (4392)
4301 TGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCA
-

4401 AAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATC

SnaBI (4520)
4501 ATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCAT

Ndel (4625)
4601 TGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGT

4701 CCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTA

Pacl (4811)
Pstl (4804)

Sdal (4803) BspLU11I (4821)
4801 ACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCC
—_ -

4901 CCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTG

5001 CGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCA

5101 GTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAA

5201 CCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGG

5301 CCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAAC

5401 AAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTC

Eagl (5571)
Pacl (5551) Swal (5560) NotI (5570)
5501 TGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCAT

5601 TACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAG
5701 TGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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