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(4713 bp)
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BstXI (2872)
Sacl (2843)
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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Ncol (560)
BstEII (555) Eagl (572)
KasI (535) Agel (552) Notl (571)
501 CTGAGATCACCGGTCACCATGGAGGCGGCGGCCGCTGCTCCACGTCGTCCGCAGCT
- 1M E A A A A A PR R P QL
Xmal (633) BsrGI (670)
601 CCTCATCGTGTTGGTGGCGGCGGCGACGCTGCTCCCGGGGGCGAAGGCATTACAGTGTTTCTGCCACCTCTGTACAAAGGATAATTTTACCTGTGAGACA
13 L I VL VAAATILTILUPG GAIKALA QT CTFT CHTLTCTI K DNTFTTCTET
Xhol (785)
701 GATGGTCTTTGCTTTGTCTCAGTCACTGAGACCACAGACAAAGTTATACACAATAGTATGTGTATAGCTGAAATTGACCTAATTCCTCGAGACAGGCCAT
47 D G L C F VS VT E T TDI KV I HNSMTCI A E I DL I P R DR RP
ApaLlI (806) EcoO109I (891)
801 TTGTATGTGCACCATCTTCAAAAACAGGGGCAGTTACTACAACATATTGCTGCAATCAGGACCACTGCAATAAAATAGAACTCCCAACTACAGGACCTTT
80kF V C AP S S K TGAV TTTY CCNO QDHTCNIKI ELPTTGPF
901 TTCAGAAAAGCAGTCAGCTGGCCTTGGTCCTGTGGAGCTGGCAGCTGTCATTGCTGGTCCAGTCTGCTTCGTCTGCATTGCACTTATGCTGATGGTCTAT
113 S E K Q S A G L G PV ELAAVI AGPVCTFUVCIALMLMUVY
Dralll (1027) BamHI (1047)
1001 ATCTGCCATAACCGCACTGTCATTCACCACCGTGTGCCAAATGAAGAGGATCCATCACTAGATCGCCCTTTCATTTCAGAGGGCACCACCTTAAAAGATT
147 1| C H N R T V I HHR VP NZETEDUZPSLDU RZ PTFI SEGTTIL KD
1101 TAATTTATGATATGACAACATCAGGGTCTGGATCAGGTTTACCACTGCTTGTTCAAAGAACAATTGCCAGGACCATTGTGTTACAAGAAAGCATTGGCAA
180kL I Y DM T TS G S G S GLPLULVQRTI ARTI VLQES 1T GZK
Xmnl (1254) Xbal (1267)
1201 AGGTCGGTTTGGAGAAGTTTGGCGAGGCAAATGGCGGGGAGAAGAAGTTGCTGTGAAGATATTCTCTTCTAGAGAAGAGCGTTCATGGTTCCGAGAGGCA
213 G R F G E VWIR G KWW R G EE VAV K I F S S RETEI RSWTFRE A
1301 GAGATTTATCAGACTGTAATGTTACGCCATGAAAATATCCTGGGATTTATAGCAGCAGACAACAAAGACAATGGGACATGGACGCAGCTGTGGTTGGTGT
247 E 1 Y Q T VM L R HENI L GF I A ADNIKIDNGTWTIOQL WL V
BspHI (1407) BamHI (1417) HindIII (1471)
1401 CAGATTATCATGAGCATGGATCCCTTTTCGATTACTTGAATAGATACACTGTTACTGTGGAAGGAATGATCAAGCTTGCTCTGTCCACAGCAAGTGGTCT
280kS D Y H E H G S L F DY LNRYTVTVESGMI KILALSTASGL
Acc651 (1525)
1501 TGCCCATCTTCACATGGAGATTGTTGGTACCCAAGGAAAACCAGCTATTGCCCATAGAGATTTGAAATCAAAGAATATCTTGGTGAAGAAAAATGGAACC
313 A H L HME I V GTQGIKUPAI A HRUDIULI KIS KNI LV KIKNSGT
1601 TGTTGTATTGCAGACTTGGGACTTGCTGTGAGACATGATTCTGCCACAGATACAATTGATATTGCTCCAAACCACAGAGTAGGCACTAAAAGGTACATGG
347 C C I A DL GLAVU RHDSATUDTI1I D1 APNUHIR RYVGTIKRYWM
Xbal (1710)
1701 CCCCTGAAGTTCTAGATGATTCCATAAATATGAAACATTTTGAATCCTTCAAACGCGCTGACATCTATGCAATGGGCTTAGTGTTCTGGGAAATTGCTCG
380kA P E V L D DS I NM K HTFE S F KU RADI Y AMGL V FWE Il AR
Bbsl (1825)
1801 ACGCTGTTCTATTGGTGGAATCCATGAAGACTATCAGTTGCCTTATTATGATCTTGTACCTTCTGATCCATCGGTTGAAGAAATGAGAAAAGTAGTTTGC
413 R C S 1 G G I HEDY QL PYYODULV®PSDU®PSVETEMMR RIKVVC
BstXI (1924)
Sspl (1918) Stul (1946)
1901 GAACAGAAGTTAAGGCCAAATATTCCAAACAGATGGCAGAGCTGTGAGGCCTTGAGAGTGATGGCTAAAATTATGAGAGAATGCTGGTATGCCAATGGAG
447 E Q K L R P NI P NR WAQS CEAL I RVMAIKI MRET CWYANSG
Nhel (2095)
2001 CAGCAAGGCTGACAGCTTTGCGAATTAAAAAAACATTGTCACAACTCAGCCAACAGGAAGGCATCAAAATGTAACTGAAACACCGTGGGAACTCTGCTAG
480PA A R L T A L R I K K T L S QL S Q QE G 1 KM e
Msel (2101)
2101 CTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCT

Hpal (2233)
2201 TTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAA

EcoRI (2329)
2301 GCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGG
-

2401 ATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAA




Sspl (2568) Swal (2582)
2501 GGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGC

EcoO1091 (2643)
2601 AATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTT

2701 TAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCAT
414 ¢« N R T Y K L P I L E E I T T K V L K G N
Sacl (2843) BstXI (2872)
2801 TCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATC
1204 M E | L VF C DPAYDJ S 1 LERT CMSGT C®PSVVZRI SRDVETSD
2901 AGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTG
874 S Y P H R VA V I T bDF DIKQGNSVASGI A Il AEATCVTVR
Stul (3007)
3001 CCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGA
5346 I Y A E I HV A S I I E GTIKTR I A AGV HHIKNDTEYLWMT.I
BspHI (3157)
Bbsl (3153)
Xmnl (3149)
3101 TCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGA

204 K E T AV EVLETLTDG QQSTI NTFTIKM-=-
Asel (3215) Sacl (3272)
3201 TATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACC
-

Spel (3370)
3300 GTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTC
-

SnaBI
3400 AATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAAT

3500 ACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTAC

Ndel (3603)
3600 TTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGG

Pacl (3789)
Pstl (3782)
Sdal (3781)

3700 AACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGA

BspLU11I (3799)
3800 ACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAA
-

3900 TCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTG

4000 CCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCT

ApaLl (4113)
4100 CCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATC

4200 GCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGA

4300 AGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTG

4400 GTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAA

Eagl (4549)
Pacl (4529) Swal (4538)  Notl (4548)
4500 CTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTT

4599 TTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAA
4699 CATTTCTCTATCGAA
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