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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
401
Agel (552) FspI (581)
501 CTGAGATCACCGGTCACCATGGCGTCACGCATCGGGCTGCGCATGCAGCTCATGCG
- 1M A S R I G L RMAOQLMIR
Nsil (652) Pvull (688) Bsp120I (697)

601 GGAGCAGGCCCAGCAGGAGGAGCAGCGAGAGCGCATGCAGCAGCAGGCTGTCATGCATTATATGCAACAGCAGCAGCAGCAGCAGCAGCAGCTGGGTGGG
3 E Q A Q Q E EQ RERMOQQQAVMHTYMOQQQQQQQQQLlLG G
701 CCCCCCACCCCAGCCATCAACACCCCTGTCCACTTCCAGTCGCCCCCGCCTGTGCCCGGGGAGGTGCTGAAGGTGCAGTCCTACCTGGAGAACCCCACCT
47# P P T PA I NT PV HFQSPUPPVEPGEVTLZKVYOQSYTLTENTPT

BbrPI (877)
801 CCTACCACCTGCAACAGTCCCAGCATCAGAAGGTTCGGGAGTATCTGTCTGAGACCTATGGGAACAAGTTTGCTGCCCACGTGAGCCCAGCCCAAGGTTC
89S Y H LQQ SQHOQKV RETYTLSTETVYGNZEKTFAAHYSPAROQG S
Xeml (977)
901 CCCGAAGCCTGCCCCAGCAGCATCCCCAGGGGTGCGGGCTGGACACGTACTGTCCACCTCGGCCGGCAACAGTGCTCCCAACAGTCCCATGGCCATGCTA
113 P K P A P A A S P GV RAGHV L ST SAGNTGSAPNSTZPMAMIL
1001 CATATCAGCTCCAACCCCGAGAAAGAGTTTGATGATGTCATTGACAACATTATGCGCCTGGACAGCGTGCTGGGCTACATCAACCCTGAGATGCAGATGC
47 H 1 S S N P EK E FDDV I DN I MRLDT SV LGY I NZPTEMAOQM
BsrGI (1136)
1101 CTAACACGCTGCCCCTGTCTAGCAGCCACCTGAACGTGTACAGCGGTGACCCCCAGGTCACAGCCTCCATGGTGGGTGTCACCAGCAGCTCCTGCCCTGC
80P N T L P L S S SHULNVYSGDU PQVTASMVYGVTSS SCZPA
BsrBI (1255) BbsI (1292)
1201 CGACCTGACTCAGAAGCGAGAGCTAACAGATGCTGAGAGCAGAGCCCTGGCCAAGGAGCGGCAGAAGAAAGACAATCACAACCTAATTGAGAGAAGACGC
213 D L T Q K R E L T DATETSRATLAEKTET RO QKT KTDNIUHNTILTI ETRTR RR R
BstXI (1352)
1301 AGGTTCAACATCAATGACCGGATCAAGGAGCTGGGAATGCTGATCCCCAAGGCCAACGACCTGGACGTGCGCTGGAACAAAGGCACCATCCTCAAGGCCT
247 R F N I ND R I K ELGMTUL I PKANTDTLDVU RWNTEKTGT I LKA
BspEI (1412) Pstl (1432)
1401 CTGTGGATTACATCCGGAGGATGCAGAAGGACCTGCAGAAGTCCCGGGAGCTGGAGAACCACTCCCGGCGCCTGGAGATGACTAACAAGCAGCTCTGGCT
280#S V D Y | R RM Q KD LQK SRETLTENHTSR RRTLTEMTNIKT GTLW.L
ApaLl (1531)
Mlul (1527)
1501 CCGCATCCAGGAGCTGGAGATGCAGGCACGCGTGCACGGCCTCCCCACCACCTCGCCGTCGGGTGTGAATATGGCCGAGCTGGCCCAGCAGGTGGTGAAG
338 R 1 Q ELEMOQAGRVYUHGTLTPTTSPSGVNMATETLARQAOQV VK
Sapl (1678)
1601 CAAGAGTTGCCCAGTGAGGATGGCCCAGGGGAGGCGCTGATGCTGGGGCCTGAGGTCCCTGAGCCTGAGCAAATGCCGGCTCTTCCTCCCCAGGCTCCGC
37 Q E L P S EDG PG EALMTLGTPTEV PETFPTESGQMTPATLTPZPROQAP
Bsp1201 (1783)

1701 TGCCCTCGGCCGCCCAGCCACAGTCTCCGTTCCATCACCTGGACTTCAGCCATGGCCTGAGCTTTGGGGGTGGGGGCGACGAGGGGCCCACAGGTTACCC
330kL P S A AQ PQ SPFHHTLDTFSHGTLSTFG®GSG®GT GDTEGTPTGYFP
Xeml (1844)

1801 CGATACCCTGGGGACAGAGCACGGCTCCCCATTCCCCAACCTGTCCAAGAAGGATCTGGACTTAATGCTCCTAGATGACTCCCTGCTCCCCCTGGCCTCT
413 D T L G T EH G S P FPNULSIKTZ KTDTILDTLMTLTLDUDTSTLTLTPTLAS

Nhel (1991)
1901 GACCCCCTCTTTTCTACCATGTCTCCTGAGGCCTCCAAGGCCAGCAGCCGCCGGAGCAGCTTCAGCATGGAGGAGGGTGATGTTCTGTGACGCTAGCTGG
447 D P L F S T M S P EA SKASS SR RI RSSTFSMETETGTDV L e
2001 CCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTAT

Hpal (2129)  Mfel (2140)
2101 TTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAA

EcoRI (2225)
2201 GTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGA
- -

2301 ATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTT




Sapl (2407) Sspl (2464) Swal (2478)
2401 TGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATG

2501 AAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAAT

2601 AGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCAT
4494 ¢ N R T Y K L P | L E E I T T K V L K G N M
Sacl (2739) BstXI (2768)

2701 CTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAG
1194 E I L V F C D PAYDS I LERCMSGT C®PSVV R I SRDVETD S
2801 TAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAA

8%4Y P H RV AV | T D FDI K QGN SVASG I A I A EACV TV RG I
2901 TGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTT
524 Y A E I HV A S I | EGTIKT R I AAGVHHIKNDEYLMT I K

Bbsl (3049)
Xmnl (3045)
3001 CTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATA
94 E T AV EV L ELDAQQS I N F T K M-
Asel (3111) SacI (3168)
3101 CTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACA
el

Spel (3266)
3201 CGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGG
-

SnaBI (3394)
3301 GGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTA

Ndel (3499)
3401 GATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGC

3501 ATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACAT

Pacl (3685)
Pstl (3678)
Sdal (3677) BspLUILI (3695)
3601 ACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATG
-

3701 TGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGAC

3801 GCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCT

3901 TACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAG

ApaLl (4009)
4001 CTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCAC

4101 TGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAAC

4201 AGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTT

4301 TTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCAC

Pacl (4425) Swal (4434) Notl (4444)
4401 GTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGT

4501 GAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTC
4601 TCTATCGAA
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