Psp1406I (203)

Pvull (239)
HindIII (245)
Bsu36I (291)

Nael (441)
NgoMI (441)
Agel (552)

Sphl (560)

Sgfl (6)
Eagl (5300)
Pvul (7)

NotI (5299)

Swal (5289)
Pacl (5280) —
AvrlI (603)
HindIII (690)

hEF1-HTLV prom Xbal (852)
ApaLl (955)

BsrGI (1016)
BsrBI (1040)

Xhol (1043)
BspEI (1104)

BspLU11I (1109)
Peil (1109)

ApaLl (4864)

Peil (4550)
BspLUI1I (4550)
Pacl (4540)
Sdal (4532)
SbfI (4532)

pMBI ori

Ndel (4354) hCMV enh

SnaBI (4249)

BstXI (1327)

pUNO1-mTBK1-HA3x

(5464 bp)

Spel (4121)
hCMYV prom

EM7

Sacl (4023)
Ecl1361I (4023)
Asel (3966)
BspHI (3908)
XmnlI (3900)

Stul (3758)

mTBK1-HA3x

BsrS2

Mscl (1802)
Asel (1872)

BstXI (3623) (h) Bglobin p(A)

Sacl (3594)
Ecl13611 (3594) SV40 p(A)

EcoO109I (2219)

EcoO109I (3394)

Swal (3333)
Sspl (3319)
EcoRI (3080) Pvull (2446)
Hpal (2984) Neol (2576)
150 Mscl (2852) BamHI (2749)
— Nhel (2846)  Ndel (2789)
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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCC CCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTC CGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMI (441)
Nael (441)
401
Sphl (560)
Agel (552)
501 CTGAGATCACCGGTCAGCATGCAGAGCACCTCCAACCATCTGTGGCTCCTGTCTGA
> IPM QS TSNHLWLTLSTD
AvrII (603) HindIII (690)
601 TATCCTAGGCCAGGGGGCCACTGCAAATGTCTTCCGAGGAAGGCATAAGAAAACTGGTGATCTCTATGCTGTCAAAGTATTTAATAACATAAGCTTCCTT
138 L GQGATANVFRGRHKIKTGDLYAVKVFNNIISTFL

701 CGCCCAGTGGATGTTCAAATGAGAGAATTTGAAGTGTTAAAAAAACTCAATCACAAAAACATTGTCAAGTTATTTGCTATTGAAGAGGAGACAACAACAA
47 R P VDV QMRETFEVLEKKLNHKNIVKLTFAIEEETTT
Xbal (852)
801 GACATAAAGTGCTTATTATGGAGTTTTGTCCCTGTGGGAGTTTATACACTGTTCTAGAGGAGCCGTCCAATGCGTATGGACTTCCAGAATCAGAATTTCT
8FR HKVL IMEFCPCGSLYTVLEEPSNAYGLTPESTETFHL
ApaLlI (955)

901 CATTGTCTTACGAGATGTGGTGGGCGGGATGAATCATCTCCGAGAGAACGGCATAGTGCACCGAGATATCAAGCCAGGCAACATCATGCGCGTCATAGGG
113 I VLR DV VGGMNHLRENG IVHRDIKPGNIMRY IG
Xhol (1043)

BsrGI (1016) BsrBI (1040)
1001 GAGGACGGCCAGTCTGTGTACAAACTCACGGATTTCGGCGCCGCTCGAGAGCTGGAGGACGATGAGCAGTTTGTGTCTCTGTACGGCACAGAAGAGTACC
147 ED GQ SVYKLTDFGAARELTEDDEOQFVSLYGTTETE?FY
Peil (1109)
BspLU11I (1109)
BspEI (1104)
1101 TGCATCCGGACATGTATGAAAGGGCAGTGCTAAGAAAGGACCATCAGAAGAAGTACGGGGCTACCGTTGATCTGTGGAGTGTTGGAGTGACATTCTACCA
180FL H P DM Y ERAVLRKDHQKEKYGATVDLWSVGVTTFTYH
1201 TGCAGCCACGGGGTCGCTGCCGTTTAGACCCTTCGAGGGGCCACGGAGGAACAAAGAAGTAATGTATAAAATAATCACTGGGAAGCCGTCTGGTGCAATA
2138 AATG S LPFRPFEGPRRNKEVMYZKTIITGKTPSGA I
BstXI (1327)
1301 TCTGGAGTACAGAAAGCAGAAAACGGACCAATTGACTGGAGTGGAGACATGCCTCTCTCCTGTAGTCTTTCTCAGGGTCTTCAGGCACTGCTTACCCCAG
247" S GVQKAENGP IDWSGDMPLSCSLSQGLQALLTT®P
1401 TTCTTGCAAACATACTTGAAGCTGATCAGGAGAAGTGCTGGGGTTTTGACCAGTTCTTTGCAGAGACCAGTGATGTGCTTCACCGAATGGTGATCCATGT
280V L AN I LEADQEKCWGFDOQFFAETSDVLHRMYVY IHYV
1501 CTTCTCGCTACAACACATGACGGCGCATAAGATTTACATTCACAGCTATAACACTGCTGCTGTGTTCCATGAACTGGTCTATAAACAAACCAAGATTGTT
33 F SLQHMTAHK I'Y THSYNTAAVFHELVYKQTK IV
1601 TCCTCAAATCAAGAACTTATCTACGAAGGACGACGCTTAGTCCTAGAACTCGGACGACTAGCCCAGCATTTTCCTAAAACCACAGAGGAAAATCCTATCT
347 S S NQEL IYEGRRLVLELGRLAQHTFPKTTETENTP I
1701 TTGTCACGAGCCGGGAACAACTCAATACCGTAGGACTGAGATATGAAAAAATTTCCCTCCCTAAAATACATCCACGCTATGATCTGGATGGGGACGCCAG
380PF VT SREQLNTVGLRYEKTISLPK IHPRYDLDGDAS
Mscl (1802) Asel (1872)
1801 CATGGCCAAGGCAGTGACGGGGGTTGTGTGCTACGCCTGCAGAACTGCCAGTACCCTGCTGCTCTATCAAGAATTAATGCGAAAGGGGGTACGGTGGCTG
43 MAKAVTGVVCYACRTASTLLLYQELMRIKGVR RWIL
1901 GTTGAACTGGTTAAGGATGATTACAACGAGACCGTCCACAAGAAGACGGAGGTAGTGATCACACTGGATTTCTGCATCAGGAACATTGAGAAGACTGTGA
447 V ELV KDDYNETVHKKTEVVY ITLDFCIRNIETKTYV
2001 AAGTGTATGAGAAGTTGATGAAGGTCAACCTGGAAGCCGCAGAGCTGGGTGAGATTTCAGACATACACACCAAGCTGCTGAGACTTTCCAGTTCTCAGGG
480K VY E K LMKV NLEAAELGE ISD IHTKLLRLSSSQG
2101 AACAATAGAAAGCAGTCTTCAGGACATCAGCAGCAGGCTGTCTCCAGGGGGCTTGCTGGCCGACACCTGGGCACATCAAGAAGGCACGCATCCAAGAGAC
513 T I ESSLQD ISSRLSPGGLLADTWAHOQEGTHPRD
Eco01091 (2219)
2201 AGGAATGTAGAAAAACTGCAGGTCCTGTTGAACTGCATCACAGAGATTTACTATCAGTTCAAAAAAGACAAAGCAGAACGCAGACTAGCTTATAATGAAG
547 RN VEKLOQVLLNCITE IYYQFIKKDIKATETRRLAYNE
2301 AACAGATCCACAAATTTGATAAGCAAAAATTGTATTACCATGCCACAAAAGCAATGAGCCACTTCTCAGAAGAATGTGTTAGAAAGTATGAAGCGTTTAA
580PE Q | HK FDKOQKLYYHATKAMSHTFSETETCVRIKYTEATFHK
Pvull (2446)
2401 AGATAAGTCGGAAGAGTGGATGAGAAAGATGCTTCATCTTAGGAAGCAGCTGTTATCGCTAACTAATCAGTGTTTCGATATCGAAGAGGAAGTGTCCAAG
613 DK SEEWMRIKMLHLRKQLLSLTNOQQCTFD IEETEVSHK
Neol (2576)
2501 TATCAAGACTATACTAACGAGTTACAAGAAACTCTGCCTCAGAAAATGCTCGCAGCCTCCGGCGGCGTCAAGCACGCCATGGCCCCGATCTACCCCAGCT
647 Y Q DY TNELQETLPQKMLAASGGVEKHAMAP IYPS
2601 CTAACACCTTAGTGGAGATGACTCTTGGTATGAAGAAGTTAAAGGAGGAGATGGAAGGCGTGGTTAAGGAGCTGGCCGAGAACAATCATATTTTAGAAAG
680kS N T LVEMTLGMIKIKTLZKETEMEGVVKELAENNHILETR
BamHI (2749) Ndel (2789)
2701 GTTTGGGTCTTTAACAATGGATGGTGGCCTTCGCAATGTGGACTGTCTTGGATCCTATCCCTATGATGTGCCAGACTATGCTGGCTATCCATATGATGTT
7133 F G SLTMDGGLRNVDCLGSYPYDVPDYAGYTPYDYV



Mscl (2852)
Nhel (2846)
2801 CCTGATTATGCTGGATACCCTTATGATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACT
747 P DY AGY P YDVPDY A e

Hpal (2984)
2901 AGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATT

EcoRI (3080)
3001 GCATTCA ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGG AAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATA
- -

3101 GCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGT

3201 TTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCC

Sspl (3319) Swal (3333) EcoO1091 (3394)

3301 CACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCC

3401 TTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGG
+434 ¢ N R T

Sacl (3594)
Ecl1361I (3594)

3501 TGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTC

1374 Y K L P ILEE ITTKVLKGNME ILVFCDPAYDS ILE
BstXI (3623)

3601 TCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCG

144 R CMGCPSVVRISRDVEDSYPHRVAYV ITDFDSKG QG

Stul (3758)
3701 TTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGG
74N S VASGIAIAEACVTVRGIYAEIHVASIIEGTHK KT

3801 TCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTT
37 R ITAAGVHHKNDEYLMT IKETAVEVLELDQQS IN

BspHI (3908)
Xmnl (3900) Asel (3966)
3901 GAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCA
44 F T K M- -
Sacl (4023)
Ecl1361I (4023)

4001 GCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACAT

Spel (4121)
4101 TTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCC
-

SnaBI (4249)
4201 CATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGC

Ndel (4354)
4301 ATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAA

4401 TACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGC

Pacl (4540)
Sdal (4532) Pcil (4550)
SbfI (4532) BspLUI1I (4550)
4501 CAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCG
-

4601 TTGCTGGCG CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACC

4701 AGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCT

ApaLl (4864)
4801 TTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCC

4901 TTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAG

5001 GCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAA

5101 AAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAA

Pacl (5280) Swal (5289) NotI (5299)

5201 GAAGATCCTTTGATC CTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGA GGTCATGGCTAGTTAATTAACATTTAAATCAG

Eagl (5300)
5301 CGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAA
5401 AACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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