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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560)

501 CTGAGATCACCGGTCACCATGGCTCAGTGGAACCAGCTGCAGCAGCTGGACACACG
- 1M A QW NQ L QQ LD TR

BsrGI (623) Ncol (641) Ndel (692)
601 CTACCTGGAGCAGCTGCACCAGCTGTACAGCGACAGCTTCCCCATGGAGCTGCGGCAGTTCCTGGCACCTTGGATTGAGAGTCAAGACTGGGCATATGCA
13 Y L EQ LHQ LY SDSFPMTETLTI RQQFLAPW I ESQDWA YA
701 GCCAGCAAAGAGTCACATGCCACGTTGGTGTTTCATAATCTCTTGGGTGAAATTGACCAGCAATATAGCCGATTCCTGCAAGAGTCCAATGTCCTCTATC
47" A S K E S HA T LV FHNULULSGTE I DQQY S RFLOQESNWVLY

BstBI (809) BstAPI (822)
801 AGCACAACCTTCGAAGAATCAAGCAGTTTCTGCAGAGCAGGTATCTTGAGAAGCCAATGGAAATTGCCCGGATCGTGGCCCGATGCCTGTGGGAAGAGTC
8¥Q H N L R R I K Q FLQ SRY LEJKUPMTEIAR I VARTCILWE E S
901 TCGCCTCCTCCAGACGGCAGCCACGGCAGCCCAGCAAGGGGGCCAGGCCAACCACCCAACAGCCGCCGTAGTGACAGAGAAGCAGCAGATGTTGGAGCAG
113 R L L Q T A ATAAQQGGQANUHTPTAAVVTEKAOQQMTLENQ
BspEI (1013) Xbal (1032)
1001 CATCTTCAGGATGTCCGGAAGCGAGTGCAGGATCTAGAACAGAAAATGAAGGTGGTGGAGAACCTCCAGGACGACTTTGATTTCAACTACAAAACCCTCA
147 H L Q DV R K RV QD L EQ KMI KV V ENIUL QDU D FDFNYKTL
1101 AGAGCCAAGGAGACATGCAGGATCTGAATGGAAACAACCAGTCTGTGACCAGACAGAAGATGCAGCAGCTGGAACAGATGCTCACAGCCCTGGACCAGAT
189 K S Q G D M Q D LNGNN QS SV T RQKMQQLEQMLTATLUDA QM
Sapl (1273)
1201 GCGGAGAAGCATTGTGAGTGAGCTGGCGGGGCTCTTGTCAGCAATGGAGTACGTGCAGAAGACACTGACTGATGAAGAGCTGGCTGACTGGAAGAGGCGG
213 R R S I V. S E L A G L L SAMEYV QK TLTUDTETETLATDMWIK RR
1301 CAGCAGATCGCGTGCATCGGAGGCCCTCCCAACATCTGCCTGGACCGTCTGGAAAACTGGATAACTTCATTAGCAGAATCTCAACTTCAGACCCGCCAAC
247 Q Q I A C I G G PPN I CLD U RLENW ITSLAES SQLQTRAQ
1401 AAATTAAGAAACTGGAGGAGCTGCAGCAGAAAGTGTCCTACAAGGGCGACCCTATCGTGCAGCACCGGCCCATGCTGGAGGAGAGGATCGTGGAGCTGTT
280Q |1 K K L E E L Q QK V SYKSGD P I VQHIRPMILTETEIT R Il V E L F
Sphl (1544) RsrlI (1559) PshAI (1581)
1501 CAGAAACTTAATGAAGAGTGCCTTCGTGGTGGAGCGGCAGCCCTGCATGCCCATGCACCCGGACCGGCCCTTAGTCATCAAGACTGGTGTCCAGTTTACC
33 R N LMK SAFVV ERQPCMUPMHPD R RPLV I KTGVQFT
1601 ACGAAAGTCAGGTTGCTGGTCAAATTTCCTGAGTTGAATTATCAGCTTAAAATTAAAGTGTGCATTGATAAAGACTCTGGGGATGTTGCTGCCCTCAGAG
347 T K V R L LV K F P ELNYQLSIK I KV C IDJKUDSGDVAATLR
Bsu36I (1797)
1701 GGTCTCGGAAATTTAACATTCTGGGCACGAACACAAAAGTGATGAACATGGAGGAGTCTAACAACGGCAGCCTGTCTGCAGAGTTCAAGCACCTGACCCT
380G S R K FN I L G TNTIKVMNMETESNNGSULSATETFIKHTILTL
1801 TAGGGAGCAGAGATGTGGGAATGGAGGCCGTGCCAATTGTGATGCCTCCTTGATCGTGACTGAGGAGCTGCACCTGATCACCTTCGAGACTGAGGTGTAC
413 R EQ R CGNGGI RANT CDASL I V TETETILMHIL I'TFETEWVY
Stul (1905)
1901 CACCAAGGCCTCAAGATTGACCTAGAGACCCACTCCTTGCCAGTTGTGGTGATCTCCAACATCTGTCAGATGCCAAATGCTTGGGCATCAATCCTGTGGT
447 H Q G L K I DL ETH SLUPV VYV I SN I CQMUPNAWAS I LW
Xmnl (2031)
2001 ATAACATGCTGACCAATAACCCCAAGAACGTGAACTTCTTCACTAAGCCGCCAATTGGAACCTGGGACCAAGTGGCCGAGGTGCTCAGCTGGCAGTTCTC
480Y N M L T NN P K NV N F FTK PP I GTWUDIQVATEV L SWQ F S
Avrll (2157)
2101 GTCCACCACCAAGCGGGGGCTGAGCATCGAGCAGCTGACAACGCTGGCTGAGAAGCTCCTAGGGCCTGGTGTGAACTACTCAGGGTGTCAGATCACATGG
513 S T T K R G L S I EQ L T T LAEJ K LULGZPGVNYSGTCOQ I TW
2201 GCTAAATTCTGCAAAGAAAACATGGCTGGCAAGGGCTTCTCCTTCTGGGTCTGGCTAGACAATATCATCGACCTTGTGAAAAAGTATATCTTGGCCCTTT
547 A K F C K ENMAG K G F S FW VW LDN I I DLVKIK Y I LA L
Xmal (2367)
2301 GGAATGAAGGGTACATCATGGGTTTCATCAGCAAGGAGCGGGAGCGGGCCATCCTAAGCACAAAGCCCCCGGGCACCTTCCTACTGCGCTTCAGCGAGAG
580W N E G Y I M G F | S K E R ERA I L STK PPGTFULLUR RTFSE S
2401 CAGCAAAGAAGGAGGGGTCACTTTCACTTGGGTGGAAAAGGACATCAGTGGCAAGACCCAGATCCAGTCTGTAGAGCCATACACCAAGCAGCAGCTGAAC
613 S K E G GV T F TWV EKWD I S$SGKTAQ I Q SV EPYTIKIQQLN
BspLUL1I (2501)

2501 AACATGTCATTTGCTGAAATCATCATGGGCTATAAGATCATGGATGCGACCAACATCCTGGTGTCTCCACTTGTCTACCTCTACCCCGACATTCCCAAGG
647 N M S FA E Il I M GYK I MDATN I LV SPLV Y LY UPD I PK




Scal (2615)
2601 AGGAGGCATTTGGAAAGTACTGTAGGCCCGAGAGCCAGGAGCACCCCGAAGCCGACCCAGGTAGTGCTGCCCCGTACCTGAAGACCAAGTTCATCTGTGT
680*E E A F G K Y C R P E SQ EHPEADU PG SAAPYLIKTI KT F I CV
2701 GACACCAACGACCTGCAGCAATACCATTGACCTGCCGATGTCCCCCCGCACTTTAGATTCATTGATGCAGTTTGGAAATAACGGTGAAGGTGCTGAGCCC
73 T P T T C SN T I DL PMSPRTULDSLMAOQTFGNNGTETGATEP
Nhel (2894)
2801 TCAGCAGGAGGGCAGTTTGAGTCGCTCACGTTTGACATGGATCTGACCTCGGAGTGTGCTACCTCCCCCATGTGAGGAGCTGAAACCAGAAGCTGCTAGC
747 S A G G Q F E S LT FDMDILTSETCAT S P M e
Mscl (2900)
2901 TGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTT

Hpal (3032)
3001 TATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAG

EcoRI (3128)
3101 CAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGA
- -

3201 TGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAG

Sapl (3310) Sspl (3367) Swal (3381)
3301 GTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCA

3401 ATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTT

3501 AATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATT

414 ¢ N R T Y K L P I L E E I T T K V L K G N

Sacl (3642)
3601 CATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCA
204 M E | LV FCDPAYDS I L ERCMGT CU®PSVV R I SRDVETD
3701 GAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGC
84S Y P H RV AV | T D FDJI K QGNJSVASG I A Il AEACVTVRSG
Stul (3806)
3801 CAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGAT
534 | Y A E I HV A S I I EGTIKT R I AAGVHHIKNIDEYLMT I
Xmnl (3948)
3901 CTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGAT
204 K E T AV EV L E LD QQS I N F T K M-
Asel (4014) Sacl (4071)
4001 ATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGT
]

Spel (4169)
4101 ACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAA
-

SnaBI (4297)
4201 TGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATAC

4301 GTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTT

Ndel (4402)
4401 GGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAA

Pacl (4588)
Sdal (4580) BspLUI1IL
4501 CATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAAC
-

4601 ATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATC

4701 GACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCC

4801 GCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCC

ApaLlI (4912)
4901 AAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGC

5001 CACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAG

5101 AACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGT

5201 TTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACT




Eagl (5348)
Pacl (5328) Swal (5337) Notl (5347)
5301 CACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTG

5401 TGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACAT
5501 TTCTCTATCGAA



	Map
	Sequence



