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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCGCAGTGGGAGATGTTGCAGAACCTTGACAGCCT

GTTCCTGGACCAGTTACACCAGGTCTACTCACAGAGCATCCTGCCAATGGACGTTCGACAGCATTTGGCTACCTGGATTGAAGACCAGAACTGGAGGGAA

GCTGCGCTGGGCAGTGATGACGCCAAGGCCAACATGCTATACTTCAGCATCCTGGACCAACTGAACCAGTGGGACCACTACAGCTCAGACTCCAATCACT

TTTTATTACAGCATAACTTGCGAAAATTCAGCCGGGATATTCAGACCTTTCCCAATGGCCCTACCCAGTTGGCTGAGATGATCTTTAATCTTCTTCTGGA

AGAGCAAAGGATTCTGAATCAGGCTCAAAGAGCTCAAGAGGTGCAGCCCCCACCAGCCCCCGAAGCAGTTGTGGAGAGCCAGCAGCTTGAGATTGAAAAT

CGAATCCAGGGTTTACATGTGGACATTGAGTTCTTGGTGAGATCCATCAGGCAGCTGAAGGACGAACAGGATGTCTTCAGCTTCAGATACACAGTTTTCA

GTCTGAAGAAGACGTCGTCTTCAGACCCCCATCAGAGCCAACAGGCGCAGCTTGTGCAGGCAACAGCCAACAAAGTCGACAGAATGAGAAAGGAGGTGCT

GGACATCTCCAAAGGACTGGTTGGCCGATTAACCACCCTGGTCGACCTATTGCTGCCCAAGCTGGACGAGTGGAAGGTGCAGCAGCAGAAGTCCTGCATT

GGAGCCCCGCCCCCCGAGCTGCAGCTGGAACAGCTGGAACAGTGGTTGACGGCTGGAGCAAAGTTCTTGTTCCACCTTCGGCAGCTACTGAAGCAGCTGA

AGGAGATGAGTCACATGCTTCGGTATAAGGGTGACATGTTTGGCCAAGGGGTGGACCTGCAGAATGCCCAAGTCATGGAGTTACTTCAGCGTCTGCTCCA

AAGGTCCTTTGTAGTAGAAACCCAGCCCTGCATGCCCCAGACTCTCCACCGACCCCTCATCCTGAAGACTGGGAACAAGTTCACCGTCCGAACAAGACTT

CTGGTGAGACTCCAGGAAGGCAGCGAATCACTCAAAGCAGAAGTCTCTGTCGACAGGAATTCAGACTTACCAGGCTTCCGGAAGTTCAACATTCTGACCT

CAAACCAAAAAACCTTGACCCCGGAGGAGGGCCAGAGACAGGGCTTAATTTGGGACTTCGGCTTCTTGACTCTGGTGGAGCAACGCGCTGTGGGTGCAGG

AAAGGGCAACAACAAGGGGCCGCTGGCAGTGACAGAGGAGTTACATGTCATCAGCTTCGTGGTTGAGTACGTGTACCAGGGTCTGAAGATGAAGCTGCAG

ACGGACACTCTCCCTGTCGTGATTATTTCTAACATGAACCAACTCTCCATTGCCTGGGCCTCCATTCTCTGGTTCAACATGCTCAGCCCAAATCCCAAGA

ACCAGCAGTTCTTCTGCCAAGCTCCGAAAGCCCCCTGGAGTTTGCTGGGACCTGTGCTCAGCTGGCAGTTCTCCTCTTACGTTGGCCGAGGCCTCGATTC

TGAGCAGCTGGGCATGCTGAGAACCAAGCTGTTTGGAAAGAGCTGCAAGATGGAGGATGCGCTGTTGTCCTGGGTAGACTTTTGCAAGCGAGAGAGCCCC

CCTGGTAAGATCCCTTTCTGGACCTGGCTGGACAAAATTCTGGAGCTGGTGCACGACCACCTGAAGGATCTCTGGAAGGATGGGCGCATCATGGGCTTTG

TGAGCCGCAACCAGGAACGCAGACTGCTGAAGAAGATGTTGTCTGGCACCTTCCTACTGCGCTTCAGTGAAACTTCTGAAGGGGGCATTACTTGTTCTTG

GGTGGAGCACCAGGATGACGATAAAGTCGAAATCTACTCAGTGCAGCCCTACACCAAGGAAGTGTTACAGTCACTCCCACTGACAGAGATCATCCGCCAC

TACCAGGTTCTTGCCGAAGAGAACATCCCCGAGAACCCACTCCGCTTCCTCTATCCCCGAATCCCTCGGGACGAAGCTTTTGGGTGTTACTACCAGGAAA

 M   A   Q   W   E   M   L   Q   N   L   D   S   L

  F   L   D   Q   L   H   Q   V   Y   S   Q   S   I   L   P   M   D   V   R   Q   H   L   A   T   W   I   E   D   Q   N   W   R   E  

 A   A   L   G   S   D   D   A   K   A   N   M   L   Y   F   S   I   L   D   Q   L   N   Q   W   D   H   Y   S   S   D   S   N   H   

F   L   L   Q   H   N   L   R   K   F   S   R   D   I   Q   T   F   P   N   G   P   T   Q   L   A   E   M   I   F   N   L   L   L   E

  E   Q   R   I   L   N   Q   A   Q   R   A   Q   E   V   Q   P   P   P   A   P   E   A   V   V   E   S   Q   Q   L   E   I   E   N  

 R   I   Q   G   L   H   V   D   I   E   F   L   V   R   S   I   R   Q   L   K   D   E   Q   D   V   F   S   F   R   Y   T   V   F   

S   L   K   K   T   S   S   S   D   P   H   Q   S   Q   Q   A   Q   L   V   Q   A   T   A   N   K   V   D   R   M   R   K   E   V   L

  D   I   S   K   G   L   V   G   R   L   T   T   L   V   D   L   L   L   P   K   L   D   E   W   K   V   Q   Q   Q   K   S   C   I  

 G   A   P   P   P   E   L   Q   L   E   Q   L   E   Q   W   L   T   A   G   A   K   F   L   F   H   L   R   Q   L   L   K   Q   L   

K   E   M   S   H   M   L   R   Y   K   G   D   M   F   G   Q   G   V   D   L   Q   N   A   Q   V   M   E   L   L   Q   R   L   L   Q

  R   S   F   V   V   E   T   Q   P   C   M   P   Q   T   L   H   R   P   L   I   L   K   T   G   N   K   F   T   V   R   T   R   L  

 L   V   R   L   Q   E   G   S   E   S   L   K   A   E   V   S   V   D   R   N   S   D   L   P   G   F   R   K   F   N   I   L   T   

S   N   Q   K   T   L   T   P   E   E   G   Q   R   Q   G   L   I   W   D   F   G   F   L   T   L   V   E   Q   R   A   V   G   A   G

  K   G   N   N   K   G   P   L   A   V   T   E   E   L   H   V   I   S   F   V   V   E   Y   V   Y   Q   G   L   K   M   K   L   Q  

 T   D   T   L   P   V   V   I   I   S   N   M   N   Q   L   S   I   A   W   A   S   I   L   W   F   N   M   L   S   P   N   P   K   

N   Q   Q   F   F   C   Q   A   P   K   A   P   W   S   L   L   G   P   V   L   S   W   Q   F   S   S   Y   V   G   R   G   L   D   S

  E   Q   L   G   M   L   R   T   K   L   F   G   K   S   C   K   M   E   D   A   L   L   S   W   V   D   F   C   K   R   E   S   P  

 P   G   K   I   P   F   W   T   W   L   D   K   I   L   E   L   V   H   D   H   L   K   D   L   W   K   D   G   R   I   M   G   F   

V   S   R   N   Q   E   R   R   L   L   K   K   M   L   S   G   T   F   L   L   R   F   S   E   T   S   E   G   G   I   T   C   S   W

  V   E   H   Q   D   D   D   K   V   E   I   Y   S   V   Q   P   Y   T   K   E   V   L   Q   S   L   P   L   T   E   I   I   R   H  

 Y   Q   V   L   A   E   E   N   I   P   E   N   P   L   R   F   L   Y   P   R   I   P   R   D   E   A   F   G   C   Y   Y   Q   E   

K   V   N   F   E   E   Q   R   K   Y   L   K   H   K   L   I   V   I   S   N   R   Q   V   D   E   L   Q   Q   P   L   E   L   K   Q

  D   S   E   S   L   E   V   N   A   E   L   L   L   A   H   D   Q   E   L   P   L   M   M   Q   T   G   L   V   L   G   T   E   L  

 K   V   D   P   I   L   S   T   A   P   Q   V   L   L   E   P   A   P   Q   V   Q   L   E   P   A   P   Q   V   L   L   E   P   A   

P   Q   V   Q   L   E   P   A   P   Q   V   L   L   E   P   A   P   Q   V   Q   L   E   P   A   P   Q   V   L   L   E   P   A   P   Q

  V   Q   L   E   P   A   P   Q   V   L   L   E   L   A   P   Q   V   L   L   E   P   A   P   Q   V   L   L   E   L   A   P   Q   V  

 Q   L   E   P   A   H   L   L   Q   Q   P   S   E   S   D   L   P   E   D   L   Q   Q   I   S   V   E   D   L   K   K   L   S   N   

P   S   T   E   Y   I   T   T   N   E   N   P   M   L   A   G   E   S   S   G   D   E   T   S   I   P   Y   H   S   H   F   D   A   D

  G   L   L   G   W   T   L   D   T   F   •  

SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) HindIII (245) Bsu36I (291)

NgoMIV (441)

AgeI (552)
BstEII (555)

NcoI (560)

SapI (898)

Tth111I (1110)

BstXI (1208)

MscI (1440)

XmnI (1572)

EcoRI (1656) BspEI (1676)

StuI (2088)

ApaLI (2248)

HindIII (2573)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

1

13

47

80

113

147

180

213

247

280

313

347

380

413

447

480

513

547

580

613

647



AAGTTAATTTTGAAGAACAGAGGAAATATTTGAAACATAAACTCATTGTGATCTCTAACAGACAGGTGGACGAGCTGCAGCAGCCTCTGGAGCTCAAACA

GGATTCAGAGTCCTTAGAAGTGAATGCAGAGCTCTTGTTAGCACACGACCAGGAGTTGCCATTGATGATGCAGACTGGGCTGGTTCTGGGCACAGAGCTG

AAAGTGGACCCCATACTGAGTACAGCCCCACAAGTCCTGCTGGAGCCAGCCCCACAAGTCCAGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCCAGCCC

CACAAGTCCAGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCCAGCCCCACAAGTCCAGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCCAGCCCCACA

AGTCCAGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCTAGCCCCACAAGTCCTGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCTAGCCCCACAAGTC

CAGCTGGAGCCAGCACACTTGCTGCAGCAGCCATCAGAGTCAGATTTGCCTGAGGACCTGCAGCAGATTAGCGTGGAGGATCTGAAAAAATTAAGCAACC

CGAGTACTGAATACATCACAACCAACGAAAACCCAATGTTGGCTGGCGAGAGCAGTGGAGATGAGACTTCCATACCCTACCACAGCCATTTTGATGCGGA

TGGACTCTTGGGATGGACTCTTGATACCTTCTGAGGACTAGGAGCTATGTTTCTGTCTAGACTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTG

GACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGT

TAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTC

TAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAA

TGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAA

ATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCA

GATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTA

GCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAG

TCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAA

AGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGAT

CTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCC

TGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGT

GGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGG

AGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAA

CCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAG

GTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGG

CAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTC

GTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACC

GTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG

ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   

D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F

  D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I  

 E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   

Q   Q   S   I   N   F   T   K   M  

 M   A   Q   W   E   M   L   Q   N   L   D   S   L

  F   L   D   Q   L   H   Q   V   Y   S   Q   S   I   L   P   M   D   V   R   Q   H   L   A   T   W   I   E   D   Q   N   W   R   E  

 A   A   L   G   S   D   D   A   K   A   N   M   L   Y   F   S   I   L   D   Q   L   N   Q   W   D   H   Y   S   S   D   S   N   H   

F   L   L   Q   H   N   L   R   K   F   S   R   D   I   Q   T   F   P   N   G   P   T   Q   L   A   E   M   I   F   N   L   L   L   E

  E   Q   R   I   L   N   Q   A   Q   R   A   Q   E   V   Q   P   P   P   A   P   E   A   V   V   E   S   Q   Q   L   E   I   E   N  

 R   I   Q   G   L   H   V   D   I   E   F   L   V   R   S   I   R   Q   L   K   D   E   Q   D   V   F   S   F   R   Y   T   V   F   

S   L   K   K   T   S   S   S   D   P   H   Q   S   Q   Q   A   Q   L   V   Q   A   T   A   N   K   V   D   R   M   R   K   E   V   L

  D   I   S   K   G   L   V   G   R   L   T   T   L   V   D   L   L   L   P   K   L   D   E   W   K   V   Q   Q   Q   K   S   C   I  

 G   A   P   P   P   E   L   Q   L   E   Q   L   E   Q   W   L   T   A   G   A   K   F   L   F   H   L   R   Q   L   L   K   Q   L   

K   E   M   S   H   M   L   R   Y   K   G   D   M   F   G   Q   G   V   D   L   Q   N   A   Q   V   M   E   L   L   Q   R   L   L   Q

  R   S   F   V   V   E   T   Q   P   C   M   P   Q   T   L   H   R   P   L   I   L   K   T   G   N   K   F   T   V   R   T   R   L  

 L   V   R   L   Q   E   G   S   E   S   L   K   A   E   V   S   V   D   R   N   S   D   L   P   G   F   R   K   F   N   I   L   T   

S   N   Q   K   T   L   T   P   E   E   G   Q   R   Q   G   L   I   W   D   F   G   F   L   T   L   V   E   Q   R   A   V   G   A   G

  K   G   N   N   K   G   P   L   A   V   T   E   E   L   H   V   I   S   F   V   V   E   Y   V   Y   Q   G   L   K   M   K   L   Q  

 T   D   T   L   P   V   V   I   I   S   N   M   N   Q   L   S   I   A   W   A   S   I   L   W   F   N   M   L   S   P   N   P   K   

N   Q   Q   F   F   C   Q   A   P   K   A   P   W   S   L   L   G   P   V   L   S   W   Q   F   S   S   Y   V   G   R   G   L   D   S

  E   Q   L   G   M   L   R   T   K   L   F   G   K   S   C   K   M   E   D   A   L   L   S   W   V   D   F   C   K   R   E   S   P  

 P   G   K   I   P   F   W   T   W   L   D   K   I   L   E   L   V   H   D   H   L   K   D   L   W   K   D   G   R   I   M   G   F   

V   S   R   N   Q   E   R   R   L   L   K   K   M   L   S   G   T   F   L   L   R   F   S   E   T   S   E   G   G   I   T   C   S   W

  V   E   H   Q   D   D   D   K   V   E   I   Y   S   V   Q   P   Y   T   K   E   V   L   Q   S   L   P   L   T   E   I   I   R   H  

K   V   N   F   E   E   Q   R   K   Y   L   K   H   K   L   I   V   I   S   N   R   Q   V   D   E   L   Q   Q   P   L   E   L   K   Q

  D   S   E   S   L   E   V   N   A   E   L   L   L   A   H   D   Q   E   L   P   L   M   M   Q   T   G   L   V   L   G   T   E   L  

 K   V   D   P   I   L   S   T   A   P   Q   V   L   L   E   P   A   P   Q   V   Q   L   E   P   A   P   Q   V   L   L   E   P   A   

P   Q   V   Q   L   E   P   A   P   Q   V   L   L   E   P   A   P   Q   V   Q   L   E   P   A   P   Q   V   L   L   E   P   A   P   Q

  V   Q   L   E   P   A   P   Q   V   L   L   E   L   A   P   Q   V   L   L   E   P   A   P   Q   V   L   L   E   L   A   P   Q   V  

 Q   L   E   P   A   H   L   L   Q   Q   P   S   E   S   D   L   P   E   D   L   Q   Q   I   S   V   E   D   L   K   K   L   S   N   

P   S   T   E   Y   I   T   T   N   E   N   P   M   L   A   G   E   S   S   G   D   E   T   S   I   P   Y   H   S   H   F   D   A   D

  G   L   L   G   W   T   L   D   T   F   •  

SspI (2624)

Bsu36I (3148)

ScaI (3202)

XbaI (3355) MscI (3366)

HpaI (3498)

MfeI (3509) EcoRI (3594)

SapI (3776)

SspI (3833) SwaI (3847)

BstXI (4137)

StuI (4272)

XmnI (4414) AseI (4480)

SpeI (4635)

SnaBI (4763)

NdeI (4868)

SdaI (5046)
PacI (5054)

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

4901

5001

5101

5201

141

108

75

42

8

680

713

747

780

813

847

880

913



GGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC

CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG

AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCA

GTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAA

AAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATT

AACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAA
ACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

ApaLI (5378)

PacI (5794)

SwaI (5803) NotI (5813)
EagI (5814)

5301

5401

5501

5601

5701

5801
5901
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