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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560)

501 CTGAGATCACCGGTCACCATGGCGCAGTGGGAGATGTTGCAGAACCTTGACAGCCT
- 1I* M A QW EM L QN LD S L
601 GTTCCTGGACCAGTTACACCAGGTCTACTCACAGAGCATCCTGCCAATGGACGTTCGACAGCATTTGGCTACCTGGATTGAAGACCAGAACTGGAGGGAA

3 F LDQ LHQV Y SQS I LPMDVU RQHTLATW I EDOQNWRE
701 GCTGCGCTGGGCAGTGATGACGCCAAGGCCAACATGCTATACTTCAGCATCCTGGACCAACTGAACCAGTGGGACCACTACAGCTCAGACTCCAATCACT

47 A A L G S DDAKANMTLYTFS I LD QLNQ QWTDTUHYSSD SN H

Sapl (898)

801 TTTTATTACAGCATAACTTGCGAAAATTCAGCCGGGATATTCAGACCTTTCCCAATGGCCCTACCCAGTTGGCTGAGATGATCTTTAATCTTCTTCTGGA

8FF L L Q HN LRKTFSRD I QT FPNGPTQLATEMTITFNTLTLTLE
901 AGAGCAAAGGATTCTGAATCAGGCTCAAAGAGCTCAAGAGGTGCAGCCCCCACCAGCCCCCGAAGCAGTTGTGGAGAGCCAGCAGCTTGAGATTGAAAAT
113* E Q R | L NQ AQ RAQ EVQPZPPAZPEAVVYESQOQTLTE I EN
1001 CGAATCCAGGGTTTACATGTGGACATTGAGTTCTTGGTGAGATCCATCAGGCAGCTGAAGGACGAACAGGATGTCTTCAGCTTCAGATACACAGTTTTCA
47" R 1 Q G LHV D I EF LV RS I RQLEKDTEQDVTFSTFRYTVTF

Tth1111 (1110)

1101 GTCTGAAGAAGACGTCGTCTTCAGACCCCCATCAGAGCCAACAGGCGCAGCTTGTGCAGGCAACAGCCAACAAAGTCGACAGAATGAGAAAGGAGGTGCT
1890FS L K K T S S SDPHQ SQQAQLVQATANEKVDT RMTZ RTEK EV L

BstXI (1208)
1201 GGACATCTCCAAAGGACTGGTTGGCCGATTAACCACCCTGGTCGACCTATTGCTGCCCAAGCTGGACGAGTGGAAGGTGCAGCAGCAGAAGTCCTGCATT
23 D | S K G LV GRLTTULVDLLLU®PIKTILDEWIKVQQQK S C I

1301 GGAGCCCCGCCCCCCGAGCTGCAGCTGGAACAGCTGGAACAGTGGTTGACGGCTGGAGCAAAGTTCTTGTTCCACCTTCGGCAGCTACTGAAGCAGCTGA
247 G A P P P E L Q L EQ L EQWLTAGATIKTFTULTFHTILR RQTLTLTEKTG OQTL
Mscl (1440)
1401 AGGAGATGAGTCACATGCTTCGGTATAAGGGTGACATGTTTGGCCAAGGGGTGGACCTGCAGAATGCCCAAGTCATGGAGTTACTTCAGCGTCTGCTCCA
280bK EM S HM LRYKGDMTFGQGVYVYDILQNAQVMTETLTLGO QR RTLTLDOQ
Xmnl (1572)
1501 AAGGTCCTTTGTAGTAGAAACCCAGCCCTGCATGCCCCAGACTCTCCACCGACCCCTCATCCTGAAGACTGGGAACAAGTTCACCGTCCGAACAAGACTT
338 R S FVV ETQPCMZPOQTTILHR RTPTL ILKTGNTIKTFTVRTR RIL
EcoRI (1656) BspEI (1676)
1601 CTGGTGAGACTCCAGGAAGGCAGCGAATCACTCAAAGCAGAAGTCTCTGTCGACAGGAATTCAGACTTACCAGGCTTCCGGAAGTTCAACATTCTGACCT
347 L V R L Q EG S E SLKATEV SV D RNTSDTILTPGTFR RI KT EFNTILT
1701 CAAACCAAAAAACCTTGACCCCGGAGGAGGGCCAGAGACAGGGCTTAATTTGGGACTTCGGCTTCTTGACTCTGGTGGAGCAACGCGCTGTGGGTGCAGG
380kS N Q K T L T P EEG QU RQGTL IWDTFGTFTLTTLVY EQR RAVGASG
1801 AAAGGGCAACAACAAGGGGCCGCTGGCAGTGACAGAGGAGTTACATGTCATCAGCTTCGTGGTTGAGTACGTGTACCAGGGTCTGAAGATGAAGCTGCAG

413 K G N N K G P LAV T EELHV I S FVV EYVYQGLKWMEZKLAQ

1901 ACGGACACTCTCCCTGTCGTGATTATTTCTAACATGAACCAACTCTCCATTGCCTGGGCCTCCATTCTCTGGTTCAACATGCTCAGCCCAAATCCCAAGA

47 T D T L PV V I I S NMNQL S I AWAS I LWFNMILSUPNUPK
Stul (2088)

2001 ACCAGCAGTTCTTCTGCCAAGCTCCGAAAGCCCCCTGGAGTTTGCTGGGACCTGTGCTCAGCTGGCAGTTCTCCTCTTACGTTGGCCGAGGCCTCGATTC
480N Q Q F F C Q A P K A PW S L LGPV LSWA® QTFSSYVGR RGTLTD S
2101 TGAGCAGCTGGGCATGCTGAGAACCAAGCTGTTTGGAAAGAGCTGCAAGATGGAGGATGCGCTGTTGTCCTGGGTAGACTTTTGCAAGCGAGAGAGCCCC
5133 E Q L GM L RTIKLTFGS K SCKMTETDATLTLTSWVDTFT CT KT RTETSFP
ApaLlI (2248)
2201 CCTGGTAAGATCCCTTTCTGGACCTGGCTGGACAAAATTCTGGAGCTGGTGCACGACCACCTGAAGGATCTCTGGAAGGATGGGCGCATCATGGGCTTTG
547 P G K | P FW TW L DK I L ELVHDUHTILEKTEDTLWTIKT DTG GT R I MG F
2301 TGAGCCGCAACCAGGAACGCAGACTGCTGAAGAAGATGTTGTCTGGCACCTTCCTACTGCGCTTCAGTGAAACTTCTGAAGGGGGCATTACTTGTTCTTG
580V S R N Q E R R L L K KM LSGTT FTLTLT RTFSTETSEG® G I TCSW
2401 GGTGGAGCACCAGGATGACGATAAAGTCGAAATCTACTCAGTGCAGCCCTACACCAAGGAAGTGTTACAGTCACTCCCACTGACAGAGATCATCCGCCAC
613 V EH QDDODI KV E I Y SV QPYTIKTEVLQSTLTPTLTTETI I RH
HindlII (2573)
2501 TACCAGGTTCTTGCCGAAGAGAACATCCCCGAGAACCCACTCCGCTTCCTCTATCCCCGAATCCCTCGGGACGAAGCTTTTGGGTGTTACTACCAGGAAA
647* Y Q V L A E EN I P ENPLURTFTLYU PR I PRDTEATFGT CYYOQE



Sspl (2624)
2601 AAGTTAATTTTGAAGAACAGAGGAA&%ATTTGAAACATAAACTCATTGTGATCTCTAACAGACAGGTGGACGAGCTGCAGCAGCCTCTGGAGCTCAAACA
680K V N F E E Q R K Y L KH KL IV I SNURQVDTETLQQPTLTETLTKNAQ
2701 GGATTCAGAGTCCTTAGAAGTGAATGCAGAGCTCTTGTTAGCACACGACCAGGAGTTGCCATTGATGATGCAGACTGGGCTGGTTCTGGGCACAGAGCTG
713 D S E S L EV NA ELLLAHDG QETLTPLMMOQTGTLV LGTE'L
2801 AAAGTGGACCCCATACTGAGTACAGCCCCACAAGTCCTGCTGGAGCCAGCCCCACAAGTCCAGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCCAGCCC
747 K VD P I L STAPQV LLETPAZPQVYOQLTETPAPOQVTLTLTETFPA
2901 CACAAGTCCAGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCCAGCCCCACAAGTCCAGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCCAGCCCCACA
789*P Q V Q L EPAPQV LLETPAPQVI QLTEPATPOQVLTLTETPATFPROQ
3001 AGTCCAGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCTAGCCCCACAAGTCCTGCTGGAGCCAGCCCCACAAGTCCTGCTGGAGCTAGCCCCACAAGTC
83 V Q L EPA PQV L LELAPOQVLLTETPAZPOQVILTLTETLATPOQV

Bsu36l (3148)
3101 CAGCTGGAGCCAGCACACTTGCTGCAGCAGCCATCAGAGTCAGATTTGCCTGAGGACCTGCAGCAGATTAGCGTGGAGGATCTGAAAAAATTAAGCAACC
878 Q L E P AHLLQQPSETSDTULTPEDTLO QQTI SV EDTLTEKTEKTL SN
Scal (3202)
3201 CGAGTACTGAATACATCACAACCAACGAAAACCCAATGTTGGCTGGCGAGAGCAGTGGAGATGAGACTTCCATACCCTACCACAGCCATTTTGATGCGGA
8P S T E Y I T TNENJPMTLAGTESSGODTETS I PYHSHTFDATD
Xbal (3355)  Mscl (3366)

3301 TGGACTCTTGGGATGGACTCTTGATACCTTCTGAGGACTAGGAGCTATGTTTCTGTCTAGACTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTG
9133 G L L G W T L D T F e

Hpal (3498)
3401 GACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGT

Mfel (3509) EcoRI (3594)
3501 TAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTC
-
3601 TAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAA
-

Sapl (3776)
3701 TGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAA

Sspl (3833) Swal (3847)
3801 ATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCA

3901 GATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTA

4001 GCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAG
1414 ¢« N R T Y K L P | L E E I T T KV LKGNMTE I LV FCDZPAY
BstXI (4137)
4101 TCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAA
084D S | L E R CM G C P SV V R I SRDV EDSTYUPHT RVYVAV I TODF
Stul (4272)

4201 AGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGAT
754 D KQGN SV ASG I A I AEACVTVURG I YATETIHVAS | I
4301 CTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCC
424 E G T K T R I AAGVHHEKNTDTETYTLMT I KETAVEVTLTETLTHD

Xmnl (4414) Asel (4480)
4491 TGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGT
84Q Q S I N F T K M= -
4501 GGATGGCGTCTCCAGCTITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGG

Spel (4635)
4601 AGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAA
-

SnaBI (4763)
4701 CCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAG

Ndel (4868)
4801 GTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGG

4901 CAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTC

Pacl (5054)

Sdal (5046)
5001 GTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACC
-

5101 GTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG

5201 ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG




5301

5401

5501

5601

5701

5801
5901

ApaLlI (5378)
GGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC

CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG

AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCA

GTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAA

Pacl (5794)
AAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATT

Eagl (5814)
Swal (5803) NotI (5813)
AACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAA

ACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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