Pvul (7) Mfel (82)
Sgfl (6)

EcoNI (96)
Eagl (3934) Psp14061 (203)
NotI  (3933) Pyull (239)
Swal (3923) HindIII (245)
Pacl (3914) EcoNI (287)
— Bsu36l (291)
NEOMIV  (441)
hEF1-HTLV prom A%Z;Hfs(gg()))
ApaLl (3498
paLl (3498) MBI ori HindIII (649)
P BstXI (680)
Xmnl (772)
mOsteopontin (SPP1) isoform 4
BspLUI1I (3184)
Pacl (3174)
Pstl (3167)
pUNOl-mSPPld PshAI (1013)
(4098 bp)
Ndel (2988) hCMYV enh

Eco01091 (1076)
Sapl (1095)
BsrBI (1098)
phI (1151)

Pvull (1201)

SnaBI (2883)

hCMV prom

Clal (1282)
Spel (2755)

XemI (1301)

EM7
Sacl (2657)

Asel (2600)

BbsI (2538)
Xmnl (2534)

SV40 p(A) BsaBI (1384)

BspHI (1410)

BsrS2

Nhel (1480)
Mscl (1486)
Hpal (1618)

Mrfel (1629)

EcoRI (1714)

(h) Bglobin p(A)

Stul (2392)

100 BstXI (2257)
— Sacl (2228)

Sapl (1896)
EcoO1091 (2028)

SspI  (1953)
Swal (1967)

C?) InvivoGen

15D08v35



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)
401

BspHI (560)
Agel (552)

501 CTGAGATCACCGGTCATCATGAGATTGGCAGTGATTTGCTTTTGCCTGTTTGGCAT

- 1M R L AV I CF CL F G I

HindIII (649) BstXI (680)

601 TGCCTCCTCCCTCCCGGTGAAAGTGACTGATTCTGGCAGCTCAGAGGAGAAGCTTTACAGCCTGCACCCAGATCCTATAGCCACATGGCTGGTGCCTGAC
13 A S S L PV KV TDSGS S ETEI KTLYSLHPDZPI A TWTLVPD

Xmnl (772)
701 CCATCTCAGAAGCAGAATCTCCTTGCGCCACAGAATGCTGTGTCCTCTGAAGAAAAGGATGACTTTAAGCAAGAAACTCTTCCAAGCAATTCCAATGAAA
47k P S Q K Q N L L AP QNAVSSETEIKUDUDTFIKQETL®P S NS NE

801 GCCATGACCACATGGACGACGATGATGACGATGATGATGACGATGGAGACCATGCAGAGAGCGAGGATTCTGTGGACTCGGATGAATCTGACGAATCTCA
80kS H D HMODUDUDUDUDUDU DU DU DU DG DUHATESETDSVDSDTESDTE S H

Eagl (987)
901 CCATTCGGATGAGTCTGATGAGACCGTCACTGCTAGTACACAAGCAGACACTTTCACTCCAATCGTCCCTACAGTCGATGTCCCCAACGGCCGAGGTGAT
113 H S D E S D E T VTAST QAUDT FT®P I VP TVDVZPNGTRGTD
BsrBI (1098)
PshAI (1013) EcoO1091 (1076) Sapl (1095)

1001 AGCTTGGCTTATGGACTGAGGTCAAAGTCTAGGAGTTTCCAGGTTTCTGATGAACAGTATCCTGATGCCACAGATGAGGACCTCACCTCTCACATGAAGA
147 S L A Y G L R S K S R S F QV S DEQYUPDATUDTETDTULTSHMEK
Sphl (1151)
1101 GCGGTGAGTCTAAGGAGTCCCTCGATGTCATCCCTGTTGCCCAGCTTCTGAGCATGCCCTCTGATCAGGACAACAACGGAAAGGGCAGCCATGAGTCAAG
180S G E S K E S L DV I P VAQLULSMU®PSDI QDNNGI KT GSHTE S S
Pvull (1201) Clal (1282)

1201 TCAGCTGGATGAACCAAGTCTGGAAACACACAGACTTGAGCATTCCAAAGAGAGCCAGGAGAGTGCCGATCAGTCGGATGTGATCGATAGTCAAGCAAGT
213 Q L D E P S L E T HRLEHSIKESI QESADA QSDUV I DS QA'S
XemlI (1301) BsaBI (1384)

1301 TCCAAAGCCAGCCTGGAACATCAGAGCCACAAGTTTCACAGCCACAAGGACAAGCTAGTCCTAGACCCTAAGAGTAAGGAAGATGATAGGTATCTGAAAT
247 S K A S L E HQ S HIKTFHSHI KD KTULVLUDZPIKSIKTEHUDT DT RYTLK

Mscl (1486)

BspHI (1410) Nhel (1480)
1401 TCCGAATTTCTCATGAATTAGAGAGTTCATCTTCTGAGGTCAACTAAAGAAGAGGCAAAAACACAGTTCCTTACTTTGCAGCTAGCTGGCCAGACATGAT
280FF R I S H E L E S S S S E V N e _

1501 AAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATT

Hpal (1618) Mfel (1629)
1601 ATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCT

EcoRI (1714)
1701 ACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAG
B —————— -

Sapl (1896)
1801 GCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTC

SspI (1953) Swal (1967)
1901 TTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGT

Eco01091 (2028)
2001 TTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGAC

2101 AGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCA

+414 ¢« N R T Y K L P I L E E I T T K V L KGNMTE I L V

Sacl (2228) BstXI (2257)
2201 CAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCT
1154 F ¢C D P A YD S I L ERCMGT C®PSVVRI SRDVETDTSTYZPHTR

Stul (2392)

2301 GACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCA
824 V. AV I T D F DK QGNSVASGI AI AEATCVTVRGI Y AE

2401 ATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGA

4841 H V A S | | E G T K TR I A A GV HHIKNDTETYTLMTI KTETAV



BbsI (2538)
Xmnl (2534)
2501 CCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATG

154 E V L E L D Q QS I NF T K M=
Asel  (2600) Sacl (2657)
2601 ATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCC
-

Spel (2755)
2701 CATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTT
-

SnaBI (2883)
2801 GGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCC

Ndel (2988)
2901 AAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACAC

3001 TTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATT

Pacl (3174)
Pstl (3167)

Sdal (3166) BspLU11I (3184)
3101 GACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGG
B —

3201 CCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAG

3301 AGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACC

ApaLI (3498)
3401 TGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGT

3501 GCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCC

3601 ACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTA

3701 TCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAA

3801 GCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATT

Eagl (3934)
Pacl (3914) Swal (3923) NotI (3933)
3901 TTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACT

4001 AACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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