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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGCAGGAGGCTACAATGAACTCAGCAGCAGGACAAT
- 1M A G G Y N E L S S R T I

BsaBI (628)
601 CCCAGAGGACCAGAATGAAGAGGAGTCAGATGACTATCAGCTCATGTTCAAGCACTTCAAAGAAAACAAGGTGGAGATCGCAAGTGCCATCACCAAGCCG
3 P ED QN E E E SDDVYQLMTFIKHTFEKTENIEKVTETIASAITZK®P
BspHI (710) BspLUI1I (769)
701 TTTCCTTTCCTCATGAGCCTTCGAGACCGAGACTTCATCTCGGAGCAGAAGTTTCAGGAATATCAAGAAACATGTAAGAACCTGGTCCCAGTGGAGAGAG
47 F P F LM S LRDU RDTF I SEQIKTFQETYRGQTETT CIKNTLVTZPVETR
Stul (881)
801 TCGTGTACGACATCCTCAGCAATGTACAGAAGAAGTTTAGCCGGGATCTTCTGAAAGTGATATTCAGCAAAACACATCTGAAGGCCTACCCCGACTTAAA
8FV V Y D | L SNV QKJKF SRDTULTLIKVYV I F SKTHTLEKAYTPDLK
Nsil (926)
901 GGAGACTCTAAAACACTTCTTCCTAAATGCATCCAAAACGAATGATGAACAAGCAGAGGAGATGCAATGCAATGGAGGAGAGGGAAGTAATTCTTGTGAA
113 E T L K H F F L N A SKTNUDTEO QQATETEMOQCNTG GG GTEGS SN S C E
BbrPI (1079)
1001 CAAACAAGACAAACAAGACAAGAGCCCCAGGATGACCTGCCCTCATCCCTGAGACAAGAAGCAGGAGCACAGCAACCCACACGTGAAAAGAAGTGTTCCT
47" Q T R Q T RQ EPQDODLZPSSLPRQEAGAQQ®PTRTETKTKTC S
1101 GTGTCATATGTTCCCCAACATATGTGCCAGAAGACCTGGAAGCAAGGATGGGAAGCAGCCAAGGAGAATGTGTGGGCACCAGGAGGAACATTCCTGCAAG
189¥kC V | C S P T YV P EDLTEARMGSSQGETCVGTRR RN I PAR
1201 AAAACCCAAGAAGCAGAGAAGAAAAAAGAAAGGCCACAACTGGTCAAAACCAAGATGGAGAAAGCCAATGAGTGTACAGAGAAAACGTCTAAGAAGACGC
2138 K P K K Q R R K K K G H NW SK PRWU RZEKT PMSVQRZ KT RTLT RT RT R
EcoRYV (1392)
1301 AGAAAAGAAAATGCCAATTTTAGTGCTGAGTTGCTTCCCGTGACGTGTGGTAACTTGAAGGGAGTGTTACACAAGGAAAAATTCAAACAAGGGATATCTG
247 R KX EN AN F SA ELLUPV TOCGNTULIEKTGVYVLHTZKTETZKTFTZKT® QG I S
1401 TGAAGTCCATACAGTGTCAGAATGGAAACTGGTTCACACCCTCGGAATTTGAAATGATGGGAGGCTATGGAAAGTCAAAGAACTGGAAACTGAGCCTGCG
280bV K S 1 Q C QNG NW F TP SETFTEMMGS GYGIK SKNWTIKTLSTLTR R
1501 CTGCCATAATTGGCCCCTGAAACTCCTGATCCAGAGAAATTTTCTACCCAATCCTCCACGGATACATCGCAAAAGAAAAGAGCAGAGAACACAGAACTTG
338 C HNW P LKTULTLTIQRNT FTLPNUPPR RIHRIEKTE REKTER QRTI GQNL
Pvull (1610)
1601 CATCGTTCCCCAGCTGACCCTAGTATTCAGAACTCAGATAAATGTGAGGTGTGCCGGGATGGAGGITTACTCTTCTGCTGTGATACTTGTTTCAGAGCCT
347 H R S PADUPS I QN SDZ KT CTEVT CRDSGS®GTLTLTFTCCDTTCTFTRA
Ncol (1744) Bsu36l (1775)
1701 TCCATGAGGACTGTCATATCCCAACAGTGGAAGCTGAGATAACACCATGGAGTTGCATCTTCTGTAGGATGCAGTCCTTAGGAAGTCAACCGAGTCTTCC
380bkF H ED CH I P TV EATE I TPWSC I FCRMOQSLGSQTPSTLEP
PstI (1813)
1801 AGAATCTGAGATACTGCAGAGGGAGATGGCTCCCCAGGAACAGTTGAAGTGTGAGTATGTTCTCTTGAGAGTCTATTGCTGTTCTGAGAGCTCCTTTTTT
413 E S E | L Q R EMA PQ EQ LKT CETYVLLRYYCCSTESSTFTF
1901 TCCAAGATGCCATATTATTATTATTTTAGAGAGATGACTGTGAGTGTGCAAGAGCCTATGTGGTTGGACATAATCAAGAAAAAGCTGAGTGACCAGGCTT
447 'S K M P Y Y Y Y F R EM TV SV QEPMWLD I I KKKLSDTG QA
BspEI (2042) Eco01091 (2066) PshAI (2096)
2001 ACTGCCAAGTAGAAGACTTTGTGCAAGACATGAGGCTCATCTTCCGGAATCACAAAATCACGTTCAAGGACCCTAAGTTTGGCGAAATGGGATTTAGACT
480 Y C Q V ED FV QDMU RTL I FRNHIEK I TFKDJZPKTFGTEMGTFRL
Nhel (2195)
2101 GGAGTCCAAGTTTGAGAAGAGTTTCAAGGAAGTGTTTGCTATTCAGGAAACAAATGAAAAGAGTTGACTAAAATCAGAGACATGGCTGGTGTCACGCTAG
51338 E S K F E K S F K EV FA I Q ETNETK S e
Mscl (2201)
2201 CTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCT

Hpal (2333)  Mfel (2344)
2301 TTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAA




EcoRI (2429)
2401 GCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGG
- -

2501 ATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAA

Sapl (2611) Sspl (2668) Swal (2682)
2601 GGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGC

EcoO1091 (2743)
2701 AATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTT

2801 TAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCAT
4494 « N R T Y K L P I L E E I T T KV L K G N
BstXI (2972)

2901 TCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATC
1204 M E | LV FCDPAYDJ S IlLERGCMGT CTZPSVV R 1SURDVETD
3001 AGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTG
84 S Y P H RV AV I T D FDJ KGO QGNJ SVATSG I A I AEATCVTVR

Stul (3107)
3101 CCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGA
5346 | Y A E I HV A S I I EGTIHKTU RIAAGVYVYHUHIEKTNTDTETYTLMT I
3201 TCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGA
200 K ET AV EV L ELDG QQS I NFTK M-
Asel (3315)
3301 TATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCG
-

Spel (3470)
3401 TACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCA
=l

SnaBI (3598)
3501 ATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATA

3601 CGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACT

3701 TGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGA

Pacl (3889)
Pstl (3882)
Sdal (3881) BspLUL1I (3899)
3801 ACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAA
-

3901 CATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAAT

4001 CGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGC

4101 CGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTC

ApaLI (4213)
4201 CAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCG

4301 CCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAA

4401 GAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG

4501 TTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAAC

Eagl (4649)
Pacl (4629) Swal (4638) Notl (4648)
4601 TCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTT

4701 GTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACA
4801 TTTCTCTATCGAA
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