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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCAGGAGGCTACAATGAACTCAGCAGCAGGACAAT

CCCAGAGGACCAGAATGAAGAGGAGTCAGATGACTATCAGCTCATGTTCAAGCACTTCAAAGAAAACAAGGTGGAGATCGCAAGTGCCATCACCAAGCCG

TTTCCTTTCCTCATGAGCCTTCGAGACCGAGACTTCATCTCGGAGCAGAAGTTTCAGGAATATCAAGAAACATGTAAGAACCTGGTCCCAGTGGAGAGAG

TCGTGTACGACATCCTCAGCAATGTACAGAAGAAGTTTAGCCGGGATCTTCTGAAAGTGATATTCAGCAAAACACATCTGAAGGCCTACCCCGACTTAAA

GGAGACTCTAAAACACTTCTTCCTAAATGCATCCAAAACGAATGATGAACAAGCAGAGGAGATGCAATGCAATGGAGGAGAGGGAAGTAATTCTTGTGAA

CAAACAAGACAAACAAGACAAGAGCCCCAGGATGACCTGCCCTCATCCCTGAGACAAGAAGCAGGAGCACAGCAACCCACACGTGAAAAGAAGTGTTCCT

GTGTCATATGTTCCCCAACATATGTGCCAGAAGACCTGGAAGCAAGGATGGGAAGCAGCCAAGGAGAATGTGTGGGCACCAGGAGGAACATTCCTGCAAG

AAAACCCAAGAAGCAGAGAAGAAAAAAGAAAGGCCACAACTGGTCAAAACCAAGATGGAGAAAGCCAATGAGTGTACAGAGAAAACGTCTAAGAAGACGC

AGAAAAGAAAATGCCAATTTTAGTGCTGAGTTGCTTCCCGTGACGTGTGGTAACTTGAAGGGAGTGTTACACAAGGAAAAATTCAAACAAGGGATATCTG

TGAAGTCCATACAGTGTCAGAATGGAAACTGGTTCACACCCTCGGAATTTGAAATGATGGGAGGCTATGGAAAGTCAAAGAACTGGAAACTGAGCCTGCG

CTGCCATAATTGGCCCCTGAAACTCCTGATCCAGAGAAATTTTCTACCCAATCCTCCACGGATACATCGCAAAAGAAAAGAGCAGAGAACACAGAACTTG

CATCGTTCCCCAGCTGACCCTAGTATTCAGAACTCAGATAAATGTGAGGTGTGCCGGGATGGAGGTTTACTCTTCTGCTGTGATACTTGTTTCAGAGCCT

TCCATGAGGACTGTCATATCCCAACAGTGGAAGCTGAGATAACACCATGGAGTTGCATCTTCTGTAGGATGCAGTCCTTAGGAAGTCAACCGAGTCTTCC

AGAATCTGAGATACTGCAGAGGGAGATGGCTCCCCAGGAACAGTTGAAGTGTGAGTATGTTCTCTTGAGAGTCTATTGCTGTTCTGAGAGCTCCTTTTTT

TCCAAGATGCCATATTATTATTATTTTAGAGAGATGACTGTGAGTGTGCAAGAGCCTATGTGGTTGGACATAATCAAGAAAAAGCTGAGTGACCAGGCTT

ACTGCCAAGTAGAAGACTTTGTGCAAGACATGAGGCTCATCTTCCGGAATCACAAAATCACGTTCAAGGACCCTAAGTTTGGCGAAATGGGATTTAGACT

GGAGTCCAAGTTTGAGAAGAGTTTCAAGGAAGTGTTTGCTATTCAGGAAACAAATGAAAAGAGTTGACTAAAATCAGAGACATGGCTGGTGTCACGCTAG

CTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCT

TTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAA

 M   A   G   G   Y   N   E   L   S   S   R   T   I

  P   E   D   Q   N   E   E   E   S   D   D   Y   Q   L   M   F   K   H   F   K   E   N   K   V   E   I   A   S   A   I   T   K   P  

 F   P   F   L   M   S   L   R   D   R   D   F   I   S   E   Q   K   F   Q   E   Y   Q   E   T   C   K   N   L   V   P   V   E   R   

V   V   Y   D   I   L   S   N   V   Q   K   K   F   S   R   D   L   L   K   V   I   F   S   K   T   H   L   K   A   Y   P   D   L   K

  E   T   L   K   H   F   F   L   N   A   S   K   T   N   D   E   Q   A   E   E   M   Q   C   N   G   G   E   G   S   N   S   C   E  

 Q   T   R   Q   T   R   Q   E   P   Q   D   D   L   P   S   S   L   R   Q   E   A   G   A   Q   Q   P   T   R   E   K   K   C   S   

C   V   I   C   S   P   T   Y   V   P   E   D   L   E   A   R   M   G   S   S   Q   G   E   C   V   G   T   R   R   N   I   P   A   R

  K   P   K   K   Q   R   R   K   K   K   G   H   N   W   S   K   P   R   W   R   K   P   M   S   V   Q   R   K   R   L   R   R   R  

 R   K   E   N   A   N   F   S   A   E   L   L   P   V   T   C   G   N   L   K   G   V   L   H   K   E   K   F   K   Q   G   I   S   

V   K   S   I   Q   C   Q   N   G   N   W   F   T   P   S   E   F   E   M   M   G   G   Y   G   K   S   K   N   W   K   L   S   L   R

  C   H   N   W   P   L   K   L   L   I   Q   R   N   F   L   P   N   P   P   R   I   H   R   K   R   K   E   Q   R   T   Q   N   L  

 H   R   S   P   A   D   P   S   I   Q   N   S   D   K   C   E   V   C   R   D   G   G   L   L   F   C   C   D   T   C   F   R   A   

F   H   E   D   C   H   I   P   T   V   E   A   E   I   T   P   W   S   C   I   F   C   R   M   Q   S   L   G   S   Q   P   S   L   P

  E   S   E   I   L   Q   R   E   M   A   P   Q   E   Q   L   K   C   E   Y   V   L   L   R   V   Y   C   C   S   E   S   S   F   F  

 S   K   M   P   Y   Y   Y   Y   F   R   E   M   T   V   S   V   Q   E   P   M   W   L   D   I   I   K   K   K   L   S   D   Q   A   

Y   C   Q   V   E   D   F   V   Q   D   M   R   L   I   F   R   N   H   K   I   T   F   K   D   P   K   F   G   E   M   G   F   R   L

  E   S   K   F   E   K   S   F   K   E   V   F   A   I   Q   E   T   N   E   K   S   •  
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GCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGG

ATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAA

GGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGC

AATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTT

TAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCAT

TCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATC

AGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTG

CCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGA

TCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGA

TATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCG

TACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCA

ATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATA

CGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACT

TGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGA

ACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAA

CATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAAT

CGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGC

CGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTC

CAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCG

CCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAA

GAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG

TTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAAC

TCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTT

GTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACA
TTTCTCTATCGAA

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N

  M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D  

 S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   

G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I
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SapI (2611) SspI (2668) SwaI (2682)

EcoO109I (2743)

BstXI (2972)

StuI (3107)

AseI (3315)

SpeI (3470)

SnaBI (3598)
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BspLU11I (3899)

ApaLI (4213)
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