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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Neol (560)
BstEIl (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCGGACGAGGTGGCGCTCGCCCTTCAGGCCGCCGG

- iI* M A D E VALALQAASG

Xmal (699)
Ncol (620) BsrBI (652) Srfl (698)

601 CTCCCCTTCCGCGGCGGCCGCCATGGAGGCCGCGTCGCAGCCGGCGGACGAGCCGCTCCGCAAGAGGCCCCGCCGAGACGGGCCTGGCCTCGGGCGCAGC
13 S P S AAAAMEAASQPADTEZ PTLI RI KR RPRI RDSGTPGTL GRS
SgrAl (725)
Kasl (723)
701 CCGGGCGAGCCGAGCGCAGCAGTGGCGCCGGCGGCCGCGGGGTGTGAGGCGGCGAGCGCCGCGGCCCCGGCGGCGCTGTGGCGGGAGGCGGCAGGGGLCGG
47 P G E P S A AV A P A A A GCEAASAAAPAALMWTR RTEAAGA
BsrBI (811)
801 CGGCGAGCGCGGAGCGGGAGGCCCCGGCGACGGCCGTGGCCGGGGACGGAGACAATGGGTCCGGCCTGCGGCGGGAGCCGAGGGCGGCTGACGACTTCGA
80A A S A E R EAPATAVAGDTGUDNSGS S GLRI REUZPTR RAATDTUDTFD
Pvul (953)
901 CGACGACGAGGGCGAGGAGGAGGACGAGGCGGCGGCGGCAGCGGCGGCGGCAGCGATCGGCTACCGAGACAACCTCCTGTTGACCGATGGACTCCTCACT
113 D D E G E E E DEAAAAAAAAAI GYRUDNIULIULIULTWDGTUL L T
1001 AATGGCTTTCATTCCTGTGAAAGTGATGACGATGACAGAACGTCACACGCCAGCTCTAGTGACTGGACTCCGCGGCCGCGGATAGGTCCATATACTTTTG
147 N G F H S ¢C E S D bDDDW RTSHASSSDWTU®PRU®PR I GP Y TTF
BspHI (1112)
1101 TTCAGCAACATCTCATGATTGGCACCGATCCTCGAACAATTCTTAAAGATTTATTACCAGAAACAATTCCTCCACCTGAGCTGGATGATATGACGCTGTG
180V Q Q H L M I G TDU®PW RTI L KODULTULU®PETI I PPUPETILUDUDMTIL W
EcoRV (1252)
1201 GCAGATTGTTATTAATATCCTTTCAGAACCACCAAAGCGGAAAAAAAGAAAAGATATCAATACAATTGAAGATGCTGTGAAGTTACTGCAGGAGTGTAAA
213 Q I v I N I L S E P P KR K KR KD I NT I EDAV K LTULQECK
1301 AAGATAATAGTTCTGACTGGAGCTGGGGTTTCTGTCTCCTGTGGGATTCCTGACTTCAGATCAAGAGACGGTATCTATGCTCGCCTTGCGGTGGACTTCC
247 KX I I VL T GA GV SV S CGI PDF RS RDGI Y ARULAVTDTF
1401 CAGACCTCCCAGACCCTCAAGCCATGTTTGATATTGAGTATTTTAGAAAAGACCCAAGACCATTCTTCAAGTTTGCAAAGGAAATATATCCCGGACAGTT
280kP D L P DP QA M F DI EY FRKDUZPHRUZPTFTFIKTFAIKTETIlIY P G QF
BstBI (1556)
Bspl191 (1556)
1501 CCAGCCGTCTCTGTGTCACAAATTCATAGCTTTGTCAGATAAGGAAGGAAAACTACTTCGAAATTATACTCAAAATATAGATACCTTGGAGCAGGTTGCA
313 Q P S L CHKF I AL SDJ KZESGI KULILI RNYTIQNI DTILEIGQVA
BamHI (1610)
1601 GGAATCCAAAGGATCCTTCAGTGTCATGGTTCCTTTGCAACAGCATCTTGCCTGATTTGTAAATACAAAGTTGATTGTGAAGCTGTTCGTGGAGACATTT
347 G 1| Q R 1 L Q CHGSFATASTCTL 1 CIKYK VDT CEAVR RGTD.I
AvrIl (1723)Pvull (1733) BspHI (1754)
1701 TTAATCAGGTAGTTCCTCGGTGCCCTAGGTGCCCAGCTGATGAGCCACTTGCCATCATGAAGCCAGAGATTGTCTTCTTTGGTGAAAACTTACCAGAACA
380kF N Q VV P R CPRC®PADTEZPLAI MKU®PEI VF F GENWLUPTE Q
1801 GTTTCATAGAGCCATGAAGTATGACAAAGATGAAGTTGACCTCCTCATTGTTATTGGATCTTCTCTGAAAGTGAGACCAGTAGCACTAATTCCAAGTTCT
413 F H R AMK Y DIKDEVDLT LTI VI GS SLIKVZRPVATLII P SS
Sspl (1920)
1901 ATACCCCATGAAGTGCCTCAAATATTAATAAATAGGGAACCTTTGCCTCATCTACATTTTGATGTAGAGCTCCTTGGAGACTGCGATGTTATAATTAATG
447 | P H E VP QI L I NREW®PILWPHILHTFDVETLILSGDT CDUWVI I N
HindIII (2053)
2001 AGTTGTGTCATAGGCTAGGTGGTGAATATGCCAAACTTTGTTGTAACCCTGTAAAGCTTTCAGAAATTACTGAAAAACCTCCACGCCCACAAAAGGAATT
480E L C H R L G G E Y A KL OCCNPVIKULSE I TEIZKUPZPIR RUPQIKE L
2101 GGTTCATTTATCAGAGTTGCCACCAACACCTCTTCATATTTCGGAAGACTCAAGTTCACCTGAAAGAACTGTACCACAAGACTCTTCTGTGATTGCTACA
513 VvV H L S E L P P TPULUHI SEDSSSUPEIRTVZPQDS SV I AT
Spel (2287)
2201 CTTGTAGACCAAGCAACAAACAACAATGTTAATGATTTAGAAGTATCTGAATCAAGTTGTGTGGAAGAAAAACCACAAGAAGTACAGACTAGTAGGAATG
547 L VD Q AT NN NV NDULEV S ESSCVETEIKWPIQEV QTSR RN
Scal (2347)
2301 TTGAGAACATTAATGTGGAAAATCCAGATTTTAAGGCTGTTGGTTCCAGTACTGCAGACAAAAATGAAAGAACTTCAGTTGCAGAAACAGTGAGAAAATG
580V E N I N V E NP DF KA V G S S TADIKNE RTSVATETVR K C
2401 CTGGCCTAATAGACTTGCAAAGGAGCAGATTAGTAAGCGGCTTGAGGGTAATCAATACCTGTTTGTACCACCAAATCGTTACATATTCCACGGTGCTGAG
613 W P N R L A K E Q I S K R LEGN QYL FVPPNRY I F HGAE



Bst1107I (2500)
2501 GTATACTCAGACTCTGAAGATGACGTCTTGTCCTCTAGTTCCTGTGGCAGTAACAGTGACAGTGGCACATGCCAGAGTCCAAGTTTAGAAGAACCCTTGG
647 V. Y S D S E DDV LSS S S CGSNSDSGTT COQS®PSLETETPL
EcoRI (2620)
2601 AAGATGAAAGTGAAATTGAAGAATTCTACAATGGCTTGGAAGATGATACGGAGAGGCCCGAATGTGCTGGAGGATCTGGATTTGGAGCTGATGGAGGGGA
G80*E D E S E | E E F Y NG L E DD TETZ RU PTET CAGG GSTGTFGATUDTGTGD
Mscl (2782)
Nhel (2776)
2701 TCAAGAGGTTGTTAATGAAGCTATAGCTACAAGACAGGAATTGACAGATGTAAACTATCCATCAGACAAATCATAAGCTAGCTGGCCAGACATGATAAGA
713 Q E V V N E A I A TR QE L TDVNYPSDIK S e
2801 TACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAA

Hpal (2914)
2901 GCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAA

EcoRI (3010)
3001 ATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCAT
D — -

Sapl (3192)
3101 CAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCA

Sspl (3249) Swal (3263)
3201 TTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTT

3301 TATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCA

3401 AGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAA
414 ¢« N R T Y K L P I L E E I T T K V L K GG NWME I L V F
BstXI (3553)
3501 GCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACA
1144 C D P A Y D S I L ERCMGC®PSVVRI SRDVETDSYPHRYV
Stul (3688)
3601 GCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGT
8¢04A V I T D F DK QGNZSVASGI Al AEACVTVR RSGI YATEI H
3701 GGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTC
474 V. A S I I E G T K TR I A A GV HHIKNDTEYTLMTI KETAVE
3801 CACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTA
144 V L E L D Q Q S I NF T K M-
3901 ATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATT
-y

Spel (4051)
4001 TGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAA
-

SnaBI (4179)
4101 ATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGT

Ndel (4284)
4201 AGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGA

4301 TGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACG

Pacl (4470)

Sdal (4462) BspLU11I (4480)
4401 TCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAG
e

4501 CAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGT

4601 GGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTC

ApaLl (4794)

4701 CGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCAC

4801 GAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTG

4901 GTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTG

5001 CGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAG

5101 CAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGG

Pacl (5210) Swal (5219)
5201 TCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACA

5301 TACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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