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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCGGTGGGCATGGCTGCTGCCCCTGCTGTGGGCAGG

GTGCCTGGCTACGGACGGTTATTCGCTCTCAGTGACTGGTTCAGTGACAGTGCAGGAGGGCCTGTGCGTCTTTGTAGCCTGCCAAGTCCAGTACCCCAAT

TCCAAAGGTCCTGTCTTTGGCTACTGGTTCCGGGAGGGGGCCAATATATTCAGCGGCTCTCCAGTGGCTACAAATGACCCACAGCGATCAGTACTGAAGG

AAGCTCAAGGTCGATTCTATCTCATGGGGAAGGAAAATAGTCATAATTGCTCCCTGGACATCAGAGATGCACAGAAAATCGACACAGGGACGTACTTCTT

CAGATTGGATGGTTCTGTGAAATACAGTTTTCAGAAGTCAATGCTCTCTGTGCTTGTGATAGCTCTGACTGAGGTCCCTAACATCCAAGTCACATCTACC

CTGGTGTCTGGCAATTCTACCAAACTGCTCTGTTCTGTGCCCTGGGCCTGTGAGCAGGGGACACCCCCCATCTTTTCCTGGATGTCATCTGCCCTCACTT

CCCTGGGCCACAGGACCACCCTCTCCTCAGAGCTGAACCTCACACCCAGGCCTCAGGACAATGGCACCAACCTCACCTGCCAGGTGAACTTACCTGGCAC

TGGTGTTACTGTGGAGAGGACTCAACAGCTCAGTGTCATCTATGCTCCACAGAAGATGACCATCAGGGTGTCCTGGGGAGATGACACAGGAACTAAAGTC

CTGCAGAGTGGAGCATCTCTGCAGATCCAAGAGGGTGAGTCCCTGAGCCTGGTCTGTATGGCTGACAGCAATCCCCCTGCCGTGCTGAGTTGGGAGCGCC

CGACCCAAAAGCCCTTCCAGCTCTCTACCCCCGCGGAACTGCAACTGCCACGGGCGGAGTTGGAGGACCAGGGAAAATACATCTGCCAAGCTCAGAACAG

TCAGGGTGCTCAGACAGCCTCTGTGAGCCTCAGCATAAGGAGCCTTCTACAGCTGCTGGGACCCTCCTGCTCCTTCGAGGGTCAAGGTCTGCACTGCAGC

TGCTCCTCCAGAGCCTGGCCTGCCCCCTCCCTGCGCTGGCGGCTGGGGGAGGGGGTGCTGGAGGGGAACAGCAGCAATGGCTCCTTCACGGTTAAGTCCA

GCTCCGCAGGACAGTGGGCCAACAGCTCCCTGATCCTCAGCATGGAATTCAGCTCTAACCACAGACTCAGCTGTGAAGCTTGGAGTGACAATAGAGTTCA

GAGAGCCACTATCTTGCTGGTGTCAGGCCCAAAGGTCTCACAGGCAGGCAAATCAGAAACCAGTAGAGGAACGGTCCTGGGGGCCATCTGGGGAGCTGGT

CTTATGGCCTTGCTTGCTGTCTGCCTCTGCCTCATCTTTTTCACAGTGAAGGTCCTCAGGAAGAAATCAGCCCTGAAAGTAGCAGCTACGAAAGGCAACC

ATCTTGCCAAGAACCCTGCCTCCACCATAAATAGTGCAAGCATAACTTCATCCAACATTGCGTTGGGATACCCAATCCAGGGTCATCTGAATGAACCAGG

GTCACAGACCCAGAAAGAACAGCCACCCCTTGCCACAGTCCCAGACACCCAAAAGGATGAGCCTGAACTCCACTATGCCTCCCTCTCCTTCCAAGGCCCG

ATGCCCCCGAAGCCTCAGAACACGGAGGCTATGAAATCTGTATACACAGAGATCAAGATCCACAAGTGCTGAAGTTCTTTGCTCCATGTGTCCCAGTGCT

AGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTG

CTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTA

AAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAG

GGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCC
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AAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATT

GCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACC

TTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCC

ATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCA

TCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCC

TGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGT

GATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCC

GATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCAC

CGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGT

CAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAA

TACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTA

CTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGG

GAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAG

AACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAA

ATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCT

GCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGC

TCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTAT

CGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAG

AAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGT

GGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAA

ACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTT

TTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAA
CATTTCTCTATCGAA
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