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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
SphI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAGCATGCGGTGGGCATGGCTGCTGCCCCTGCTGTGGGCAGG
- 1M R WA WL L P L L WA G

601 GTGCCTGGCTACGGACGGTTATTCGCTCTCAGTGACTGGTTCAGTGACAGTGCAGGAGGGCCTGTGCGTCTTTGTAGCCTGCCAAGTCCAGTACCCCAAT
13 ¢C L AT DGY SL SVTSGSVTVAQESGLT CVEFVACOQVAQY PN
Scal (789)
701 TCCAAAGGTCCTGTCTTTGGCTACTGGTTCCGGGAGGGGGCCAATATATTCAGCGGCTCTCCAGTGGCTACAAATGACCCACAGCGATCAGTACTGAAGG
47 S K G P VF G Y WFRETGANITF SGSUPVATNDTPI QRS VL K
801 AAGCTCAAGGTCGATTCTATCTCATGGGGAAGGAAAATAGTCATAATTGCTCCCTGGACATCAGAGATGCACAGAAAATCGACACAGGGACGTACTTCTT
8OE A Q G R F YL M G KZENSUHNTCSULUDI I RDAG QKT I DTGTYFF
PshAI (966)
901 CAGATTGGATGGTTCTGTGAAATACAGTTTTCAGAAGTCAATGCTCTCTGTGCTTGTGATAGCTCTGACTGAGGTCCCTAACATCCAAGTCACATCTACC
113 R L D G S V K Y S F QK SMULSVLVI ALTEUVZPNI QVTST
1001 CTGGTGTCTGGCAATTCTACCAAACTGCTCTGTTCTGTGCCCTGGGCCTGTGAGCAGGGGACACCCCCCATCTTTTCCTGGATGTCATCTGCCCTCACTT
147 L V. S G N S T K L L C SV PWATZCEAOQGT®P®PI F SWMSSATLT
Stul (1147)
1101 CCCTGGGCCACAGGACCACCCTCTCCTCAGAGCTGAACCTCACACCCAGGCCTCAGGACAATGGCACCAACCTCACCTGCCAGGTGAACTTACCTGGCAC
180S L G H R T T L S S E L NL TP RPQDNGTNLTT CIOQVNLU®PGT
BsaBI (1254)
1201 TGGTGTTACTGTGGAGAGGACTCAACAGCTCAGTGTCATCTATGCTCCACAGAAGATGACCATCAGGGTGTCCTGGGGAGATGACACAGGAACTAAAGTC

213 G v T VE R T QQL SV I YAPQKMTI RV SWGDUDTGT KV
1301 CTGCAGAGTGGAGCATCTCTGCAGATCCAAGAGGGTGAGTCCCTGAGCCTGGTCTGTATGGCTGACAGCAATCCCCCTGCCGTGCTGAGTTGGGAGCGCC
247 L Q S G A S L QI Q EGESLSLVCMADSNPPAVLSWER

SacIl (1430)
1401 CGACCCAAAAGCCCTTCCAGCTCTCTACCCCCGCGGAACTGCAACTGCCACGGGCGGAGTTGGAGGACCAGGGAAAATACATCTGCCAAGCTCAGAACAG
280kP T Q K P F Q L S T PAETULIOQLUPRAETLTEU DA QG KY Il CQAAQNS
SandIl (1557)
1501 TCAGGGTGCTCAGACAGCCTCTGTGAGCCTCAGCATAAGGAGCCTTCTACAGCTGCTGGGACCCTCCTGCTCCTTCGAGGGTCAAGGTCTGCACTGCAGC
313 Q G A Q T A SV SLS 1T RSULULQLULGPSTCS ST FTESGAOQGTLHTCS
1601 TGCTCCTCCAGAGCCTGGCCTGCCCCCTCCCTGCGCTGGCGGCTGGGGGAGGGGGTGCTGGAGGGGAACAGCAGCAATGGCTCCTTCACGGTTAAGTCCA
347 C S S R AWPAPSLIRWRIULGESGVLESGNSSNGS ST FTV K S

EcoRI (1744) HindIII (1775)
1701 GCTCCGCAGGACAGTGGGCCAACAGCTCCCTGATCCTCAGCATGGAATTCAGCTCTAACCACAGACTCAGCTGTGAAGCTTGGAGTGACAATAGAGTTCA
380kS S A G QWA NS S LI L SMETFSSNUHRLST CEAWSTDNTR R VAQ

Xeml (1805)

1801 GAGAGCCACTATCTTGCTGGTGTCAGGCCCAAAGGTCTCACAGGCAGGCAAATCAGAAACCAGTAGAGGAACGGTCCTGGGGGCCATCTGGGGAGCTGGT

413 R A T | L LV S GP KV S QAGI K ST ETS S RGTUVLGAI WGAG

1901 CTTATGGCCTTGCTTGCTGTCTGCCTCTGCCTCATCTTTTTCACAGTGAAGGTCCTCAGGAAGAAATCAGCCCTGAAAGTAGCAGCTACGAAAGGCAACC

447 L M A L L AV CL CUL I F FTVIKUVLI RIKIKSALIKVAATIKGN
Xeml (2051)

2001 ATCTTGCCAAGAACCCTGCCTCCACCATAAATAGTGCAAGCATAACTTCATCCAACATTGCGTTGGGATACCCAATCCAGGGTCATCTGAATGAACCAGG

4800FH L A K NP A S T I NS AS 1T TS SNI ALGY P11 QGHLNTETUPG

2101 GTCACAGACCCAGAAAGAACAGCCACCCCTTGCCACAGTCCCAGACACCCAAAAGGATGAGCCTGAACTCCACTATGCCTCCCTCTCCTTCCAAGGCCCG

513 S Q T Q K E Q P P LATVZPDTIQIKUDTEU PTETLUHYA ASTLST FOQGSF®P
BsaBI (2250)

Bst11071  (2239) Nhel (2297)
2201 ATGCCCCCGAAGCCTCAGAACACGGAGGCTATGAAATCTGTATACACAGAGATCAAGATCCACAAGTGCTGAAGTTCTTTGCTCCATGTGTCCCAGTGCT
547" M P P K P Q NTE A MK S VY TE 1l K I HKC e

Msel (2303)
2301 AGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTG

Hpal (2435) Mrfel (2446)
2401 CTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTA

EcoRI (2531)
2501 AAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAG
> -

2601 GGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCC




SspI  (2770) Swal (2784)
2701 AAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATT

2801 GCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACC

2901 TTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCC
4494 ¢« N R T Y K L P I L E E I T T K V L K G
Sacl (3045) BstXI (3074)

3001 ATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCA
1214 N M E I L VF CDPAYDJ S 1 LEZ RT CMSGT C®PSVVURI SRUDVE
3101 TCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCC

874D S Y P H R VA VI T DFDJ KGO QGNSVASGTI AI AEATCVTVR R
Stul (3209)
3201 TGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGT
544 G | Y A E I HV A S 1 | EGTIKTH RI AAGVHHIKNDTEYTLWMT
BbsI (3355)
XmnI (3351)
3301 GATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCC

24 1 K E T AV E VL E L DQQS I NTFTHKM -
Asel (3417) Sacl (3474)
3401 GATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCAC
e

Spel (3572)
3501 CGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGT
-

3601 CAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAA

SnaBI (3700)
3701 TACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTA

Ndel (3805)
3801 CTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGG

Pacl (3991)
Sdal (3983)
3901 GAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAG

BspLU11I (4001)
4001 AACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAA
e

4101 ATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCT

4201 GCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGC

ApaLl (4315)
4301 TCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTAT

4401 CGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAG

4501 AAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGT

4601 GGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAA

Eagl (4751)
Pacl (4731) Swal (4740)  NotI (4750)
4701 ACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTT

4801 TTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAA
4901 CATTTCTCTATCGAA
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