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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) BspHI [m] (560)
501 CTGAGATCACCGGTCATCATGATCGCCTGGCGTCTGCCCTTGTGCGTGCTCTTGGT
- 1M I AW R L P L CV L L V
Tth111I (682)

601 GGCCTCCGTCGAGAGCCACCTGGGGGCCCTGGGGCCCAAGAACGTCTCGCAGAAAGACGCGGAGTTTGAGCGCACCTACGCGGACGACGTCAACAGCGAG
13 A SV E SHLGALGU&PI KNV SQIKDATETFTERTYADUDVN S E
Dralll (724) Rsrll (742)
701 CTGGTCAACATCTACACCTTCAACCACACCGTGACCCGCAACCGGACCGAGGGTGTGCGAGTGTCTGTGAATGTCCTGAACAAGCAGAAAGGGGCGCCTT
47 L V N I Y T FNHTVTIRNI RTEG GV RV SVNVLNIKI QI KGAP
801 TGCTGTTTGTGGTCCGCCAGAAGGAGGCTGTTGTGTCCTTCCAGGTGCCCCTAATCCTTCGAGGACTATATCAGCGGAAGTACCTCTACCAAAAAGTGGA
8L L FVV RQK EAVYVY SFQVU®PUL I L RGTILYQRIK Y L YQK V E
901 ACGAACTCTGTGTCAGCCCCCCACCAAGAATGAGTCTGAGATCCAGTTTTTCTATGTGGACGTGTCTACCCTGTCACCCGTCAATACCACTTACCAGCTC
113 R T L C Q P P T K N E S E I Q F FYVDV STLSPVNTTYAOQL
Scal (1076)
1001 CGAGTCAACCGTGTGGACAATTTTGTGCTCAGGACTGGAGAGCTGTTTACTTTTAATACCACTGCAGCCCAGCCCCAGTACTTCAAATACGAGTTTCCTG
147 R V N RV DN FV L RTG E L FTFNTTAAQ®PQY F K Y E F P
BstEII (1125)
1101 ATGGTGTGGACTCGGTAATTGTCAAGGTGACCTCCAAGAAGGCCTTCCCCTGCTCAGTCATCTCCATCCAAGATGTCCTGTGCCCTGTCTATGATCTGGA
189 D G V D SV I VXKV T SKKATFUPCSV I S 1 Q DV LCU®PV YDTLTD
1201 CAACAATGTAGCCTTCATTGGCATGTACCAGACGATGACTAAGAAGGCAGCCATCACTGTGCAGCGGAAAGACTTCCCCAGCAACAGCTTCTATGTGGTG
213 N NV A F I G M Y Q T M TIKIKAA | TVQRKWDFPSNSF Y VYV
1301 GTGGTAGTGAAGACTGAGGACCAGGCCTGCGGAGGGTCCTTGCCCTTCTACCCTTTTGTGGAAGATGAGCCAGTGGATCAAGGGCACCGTCAGAAAACAC
247 V. V V K T EDQACGG S L PFYPFV EDTEUZPVDAQGHR RA QKT
1401 TGTCAGTGCTGGTCTCTCAGGCTGTCACATCTGAGGCCTATGTTGGTGGGATGCTCTTTTGCCTGGGCATATTCTTGTCCTTCTACCTGCTGACTGTGCT
280 L SV LV S QAVTSEAYVGGMLTFCULG I FL S F Y LLTUWV L
Xmal (1583)
1501 GCTGGCCTGTTGGGAGAACTGGAGGCAAAGGAAGAAGACCTTGCTGTTGGCCATAGACCGAGCCTGCCCAGAAAGTGGTCACGCCCGGGTCTTGGCTGAT
313 L A CW ENW RQ RIKKTULULILA I DI RACUPESGHARVYVLAD
1601 TCATTTCCTGGCAGTGCCCCTTACGAGGGTTACAACTATGGCTCCTTTGAAAATGGTTCCGGATCCACTGACGGGTTGGTTGAAAGCGCAGGTTCAGGGG
347 S F PG SAPYEGYNYSGSTFENSGSGSTDGLV ESAGSG
Ncol (1778)

1701 ACCTCTCCTACAGTTACCAGGGGCACGACCAGTTCAAGCGGCGCCTTCCCTCTGGCCAGATGCGGCAGCTGTGCATTGCCATGGACCGCTCCTTTGACGC
380D L S Y S YQ G HOD QT FI K R RLPSGAQMU RQLTC 1T AMDTR RS FDA

BstBI (1892)

1801 AGTGGGTCCTCGGCCTCGACTGGACTCCATGAGCTCCGTGGAAGAGGATGACTACGACACACTGACTGACATCGACTCAGACAAAAACGTCATTCGAACC
413 VvV G P R P R LD SM S SV EEDTUDYDTLTHUD IDSDI KNV I RT
1901 AAGCAATACCTCTGTGTGGCTGATCTGGCACGAAAGGACAAACGTGTTTTGCGGAAAAAGTACCAGATTTACTTCTGGAACATAGCCACCATTGCGGTCT
447 K Q Y L C V A D LA RKDIK RV LRKIKYQ I Y FWN I AT I AV
2001 TCTACGCACTTCCTGTGGTGCAGCTGGTGATCACCTACCAGACGGTGGTGAATGTCACAGGGAACCAGGACATCTGCTACTACAACTTCCTCTGTGCCCA
48FF Y A L PV V Q LV I T YQTVVNVTGNA QD I CYYNTFLTCAH
2101 CCCGCTGGGCAACCTCAGCGCCTTCAACAACATCCTCAGCAACTTGGGGTACATCCTGCTGGGGCTGCTCTTCCTGCTCATCATCCTGCAGCGAGAGATC
53 P L G N L S A FNN 11l LSNULGY I L LGILULFULIL I 1 L Q R E I

Ncol (2279)

2201 AATCATAACCGGGCCCTGCTGCGGAATGACCTCTATGCTCTGGAGTGTGGGATCCCCAAACACTTTGGTCTGTTTTACGCCATGGGCACAGCACTGATGA
547 N H N R A L LR RNUDILYALTET CG I PKWHFGLTFYAMGTATILWM

BsrGI (2372) SphlI (2393)

2301 TGGAGGGGCTACTTAGTGCCTGTTACCACGTCTGCCCCAACTACACCAACTTCCAGTTTGATACCTCCTTCATGTACATGATTGCTGGCCTCTGCATGCT
580M E G L L S A C YHV CPNYTNTFQFDT S FMYMIAGTLT CMIL

Ndel (2450)

2401 GAAGCTCTACCAGAAGCGGCACCCAGATATCAACGCCAGTGCCTACAGTGCATATGCCTGCTTGGCCATCGTCATCTTCTTCTCCGTTCTGGGCGTGGTG
613 K L Y Q K RH PD INASAYSAYACULATIV I FF SV LG VYV
2501 TTTGGCAAAGGGAACACGGCCTTCTGGATTGTCTTCTCCGTCATTCACATCATCTCCACCCTGCTCCTCAGCACTCAGCTCTATTACATGGGCCGCTGGA
647 F G K G N T A FW I V F SV I H I I S$STULULULS ST QLY YMSGRW



RsrlI (2681)
2601 AGCTGGACTCCGGGATCTTCCGCCGCATCCTCCATGTGCTCTACACAGACTGCATCCGGCAGTGCAGCGGGCCCCTTTACACGGACCGCATGGTGCTTCT
680K L D S G I F R R I LHV LYTDT CIRQCSG®PULYTD RMYVLL
2701 GGTCATGGGCAACATTATCAACTGGTCGCTGGCTGCATACGGACTCATCATGCGCCCCAATGACTTTGCTTCCTACTTGCTGGCAATTGGCATCTGCAAC
73 VM G N I I NW S LAAYGUL IMRPNDTFASYLULAT1G I CN
BspHI (2828) BstAPI (2876)
2801 CTGCTGCTTTATTTCGCCTTCTACATCATCATGAAGCTCCGGAGCGGCGAGAGGATCAAGCTCATCCCTCTGCTCTGCATCGTCTGCACCTCCGTGGTCT
747 L L L Y FA FY I I M K LRSGER R 1T KL I PLLC 1V CTSVYV
BbrPI (2937)
2901 GGGGCTTCGCGCTCTTCTTCTTCTTCCAGGGACTGAGCACGTGGCAGAAAACCCCCGCAGAGTCCAGGGAGCACAACCGCGACTGCATCCTCCTCGACTT
78W G F A L F F F FQGL STWAOQKTU®PAESI REHNI RDTEC I L L DF
3001 CTTTGATGACCACGATATCTGGCACTTCCTGTCCTCCATTGCCATGTTTGGGTCCTTCCTGGTTTTGCTGACGTTGGATGACGACTTGGACACAGTACAG
83 F D DHD IWHT FLSS I AMT FGS ST FILVLLTULDUDUDILDTVAQ
BglII (3107) Nhel (3141)
3101 CGGGACAAGATCTATGTCTTCTAGCAGCATCTGTGGTCCAGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAAT
847F R D K | Y V F o

Hpal (3279)
3201 GCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATT

EcoRI (3375)
3301 CATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAA
- <

3401 ACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCA

3501 GCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACAT

Sspl (3614) Swal (3628)
3601 TCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCAT

3701 AATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTAC
414 ¢ N R T Y

3801 TTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGC

1354k L P I L E E I T T KV LKGNMTE I LV FCDUZPAYHDS I L ERSTC

BstXI (3918)

3901 ACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCT

24 M G C P SV V R I S RDVEDSY PHIRVAV I TDTFDZIKI QGN S

4001 CACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTG

01V A S G I A I A EACVTVI RG I YAEIHVAS 1 I EGTIKTR

4101 ATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGG

354 ] AA GV HHIKNDEY LMT I K ETAV EV LELDAI QQS I N FT

Asel (4261)

4201 TCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCITA

24 K M - -

4301 TCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGG

Spel (4416)
4401 AAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTG
-

SnaBI (4544)
4501 ATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAAT

Ndel (4649)
4601 GCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTC

4701 CACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGC

Pacl (4835)

Sdal (4827) BspLUI11I (4845)
4801 GGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCT
-

4901 GGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCG

5001 TTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC

ApalLlI (5159)
5101 ATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATC

5201 CGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGT




5301

5401

5501

5601
5701

GCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAG

TTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGA

Eagl (5595)
Pacl (5575) Swal (5584) NotI (5594)
TCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCC

GCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAA
ACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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