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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406] (203) HindlII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
401
BstEII (555)
Agel (552) Ncol (560)

501 CTGAGATCACCGGTCACCATGGTCCTGACGCTGCTCTTCTCCGCCTACAAACTGTG

= 1*M V L T L L F SAYZKTLTC

Pvul (636) RsrlI (654) Ncol (682)

601 CCGCTTCTTCACCATGTCAGGCCCACGGCCGGGCGCCGATCGGCTGACAGTGCCCGGACCGGATCGGAGTGGTGGCGCCAGCCCATGGTGGGCTGCGGGC
13 R F F T MSGPIRWPGAD RLTVU®PG®PD R SGGASUZPWWAAG
Nrul (711)
701 GGTCGCGGGTCTCGCGAAGTGTCGCCCGGAGTGGGCACTGAGGIGCAAGGCGCCCTGGAGCGTTCGCTGCCTGAGCTGCAGCAGGCGCTGTCCGAGCTGA
47" G R G S R EV S P GV GTEVQGALTE R SILU®PETLAOQQATLSE'L
801 AACAGGCAAGCGCGGCGCGGGCTGTGGGCGCGGGTCTCGCCGAGGTCTTCCAGCTGGTAGAGGAAGCCTGGCTGCTGCCGGCCGTGGGCCGCGAGGTGGC
8K Q A S AARAV GAGLAEV FQULVETEAWTLILUZPAVGREVA
901 CCAAGGTCTATGCGATGCTATACGTCTGGACGGTGGCCTCGACTTGCTGTTGCGGCTGCTTCAGGCACCGGAGCTAGAGACCCGTGTGCAGGCCGCGCGC
113 Q G L ¢ D A I R LDGSG LD LLULW RLTULOQAUPTETLTETI RVQAA AR
1001 TTGCTGGAGCAGATCCTGGTGGCTGAGAACCGGGACCGCGTGGCGCGCATCGGTCTAGGCGTGATCTTGAACCTGGCGAAGGAGCGCGAGCCTGTGGAAC
147 L L EQ | LV A ENRD I RVAR I GLGV I LNLAKETRTETPVE
BspLUI11I (1130) Stul (1179)
1101 TGGCACGAAGCGTGGCGGGCATCTTGGAGCACATGTTCAAGCACTCGGAGGAGACGTGCCAGCGGCTGGTGGCGGCCGGAGGCCTCGACGCGGTGCTGTA
189 L A R SV A G | L EHM FKH S EETT CQRLVAAGGTULDA AWV LY
1201 CTGGTGCCGCCGCACAGACCCGGCGCTGCTGCGCCACTGCGCTCTTGCGCTGGCGAACTGCGCGCTGCACGGGGGCCAGACGGTGCAGCGGTGCATGGTG
213 W C R R T D P A L L RHCALALANTZ GCALHGSGA QTVQURTCMYV
1301 GAGAAGCGCGCCGCCGAGTGGCTCTTCCCGCTCGCTTTCTCCAAGGAGGACGAGCTGCTGCGGCTGCACGCCTGCCTGGCGGTGGCGGTGTTGGCTACCA
247 E K R AA EW L F P LATFSKEDTETLTILIR RILHACLAVAVLAT
1401 ACAAGGAGGTGGAACGCGAGGTCGAGCATTCTGGCACATTGGCGCTTGTCGAGCCGCTCGTGGCATCGCTGGACCCCGGCCGCTTCGCCCGCTGCCTGGT
280N K E V E R EV EH S G T LALVEPLVASTLDU®PGI RTFARTECILYV
BstXI (1518)
1501 GGATGCCAGTGACACAAGCCAGGGTCGTGGACCAGACGACCTGCAGAGCCTGGTGCTGTTGCTCGATTCGTCGCGTTTGGAGGCTCAGTGCATAGGAGCA
33 D A SDT SQG RGUPDDLOQSLVLULULDSSURLEAQTC I GA
BstAPI (1612)
Fspl (1609)
1601 TTCTACCTGTGCGCAGAGGCTGCCATCAAGAGCCTACAGGGAAAGACCAAGGTGTTCAGCGACATCGGCGCTATCCAGAGCCTGAAACGCCTGGTTTCTT
347 F Y L C A EA A I K SLQGIKTI KV F SD I GA I Q S LK R LV S
1701 ACTCTACGAATGGCACCACGTCGGCGCTGGCCAAGCGCGCGCTGCGCCTATTGGGCGAGGAGGTGCCAAGGCGCATCCTGCCCTGCGTGGCCAGCTGGAA
380k Y S T N G T T S A L AKIRALI I RLILGTETEVZPRIR RI L PCVASWK
Scal (1844) BstEII (1879)
1801 GGAAGCTGAGGTCCAGACCTGGCTACAGCAGATCGGCTTCTCCCAGTACTGCGAGAACTTTCGGGAGCAGCAGGTAGATGGTGACCTGCTTCTAAGACTC
413 E A EV QTW LQQ I G F SQYCENTFREQQVDSGHDLLTLTR R L
AvrlIl (1923)

1901 ACAGATGAAGAACTCCAGACAGACCTAGGCATGAAATCAAGCATCACCCGCAAGAGGTTCTTTAGGGAGCTCACAGAGCTCAAGACCTTCGCCAGCTACG
447 T D E E L Q T D LGMIK S S I'T RKI RTFTFRTETLTETLIKTFASY
BamHI (2043)

2001 CTACTTGCGACCGCAGCAACCTAGCGGACTGGCTGGGCAGCCTGGATCCTCGCTTCCGCCAGTACACCTATGGCCTGGTCAGCTGCGGTCTGGACCGCTC
480A T C D R S N L ADWULGSLDUWPRTFRQYTYGULV SCSGLDR S

Dralll (2107)
2101 CCTGCTGCACCGCGTGTCAGAGCAGCAGCTCCTGGAGGACTGTGGCATCCGCCTGGGAGTGCACCGCACGCGCATCCTCTCTGCAGCCAGAGAAATGCTA
53 L L H RV S EQQULULEDT CG Il RLGVHI RTI R I L SAARTEWML
SandlI (2278)
EcoO1091 (2278)
2201 CATTCCCCGCTGCCCTGTACTGGAGGCAAGCTCAGTGGGGACACCCCAGATGTCTTTATCAGTTACCGGAGGAACTCAGGGTCCCAGCTGGCCAGCCTCC
547 H S P L P CTGS G KL SGDTUPDVF I SYRIRNIZSGSQLAS L
HindIII (2377)
2301 TGAAGGTGCACCTGCAGCTTCACGGCTTCAGCGTCTTCATCGACGTGGAGAAGCTGGAAGCCGGCAAATTCGAGGACAAGCTTATCCAAAGCGTCATAGC
580 L K V H L Q LHG F SV F I DV EZKLEAGIKFEDI KL I Q SV I A
SphlI (2447)
2401 GGCTCGCAATTTTGTCCTGGTGCTGTCTGCTGGGGCGCTGGATAAGTGCATGCAGGACCATGACTGCAAGGACTGGGTGCACAAGGAGATTGTGACTGCT
613 A R N FV LV L SAGALUDJI KT CMAOQDUHUDT CI KT DMWVHIKE I V TA



2501 TTAAGCTGTGGCAAGAACATTGTGCCCATCATTGATGGCTTTGAGTGGCCTGAGCCTCAGGCGCTGCCTGAGGATATGCAGGCTGTACTCACCTTCAACG

647 L S C G K N I V. P I I DG F EWPEPQALUPEDMOQAV L TFN

2601 GCATCAAATGGTCCCATGAGTACCAGGAGGCCACCATCGAGAAGATCATCCGCTTCCTACAGGGCCGCCCCTCTCAGGACTCCTCTGCCGGATCGGATAC

680FG | KW S H E YQ EAT I EK I I R FLQGRUPSQDSSAGSODT
Nhel (2755)

2701 CAGTTTGGAGGGAGCTACGCCAATGGGTCTGCCTTAACCTGTCCCCAGTTCCCGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAA

73 S L EG A T P M G L P e

Hpal (2893)
2801 ACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACA

Mfel (2904) EcoRI (2989)
2901 ACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAA
. -

3001 TACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGC

3101 ATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCA

Sspl (3228) Swal (3242)
3201 CTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGC

Eco0O1091 (3303)
3301 TCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTT
1414 o
3401 AGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGA
144 N R T Y K L P I L E E I T T KV LKGNMTE I LV FCDUPAYD S
BstXI (3532)
3501 GATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCC
74 | L E R CM G C P SV V R I S RDVEDSYPH RVAV I T DFD
Stul (3667)
3601 TTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCC
734K Q G NSV ASG I A I A EACVTVIRG I YATE I HVAS I I EG
3701 CAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTG
494 T K T R I A°NA GV HHIKNDEY LMT I K ETA AV EV L ELDAQAQ
Xmnl (3809) Asel (3875)
3801 AGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATG
74 S I N F T K M- ]
3901 GCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTG

Spel (4030)
4001 TTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCT
-

SnaBI (4158)
4101 ATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCAT

Ndel (4263)
4201 GTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTT

4301 TACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGG

Pacl (4449)

Sdal (4441) BspLUI11I (4459)
4401 GCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAA
-

4501 AAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTAT

4601 AAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAG

4701 CGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGAC

4801 CGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGA

4901 GGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTAC

5001 CTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAA

Pacl (5189) Swal (5198)

5101 GGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACAT

NotI (5208)
5201 TTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAA

5301 ACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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