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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
SphI  (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAGCATGCAGGCATTTCTGAAAGGCACATCTGTCAGTGCCAA
- 1IPM Q A F L K G T S VS A K

601 AGCACAACTGACCAAGGACCGGGGGACACCTGCCACTGCAGGAAGCAGTGGAGAAACCAAGAAAGTCAAACCAGTTCCTTGGGTGGAAAAATACCGTCCA

13 A Q L T K DRGTU®PATAGS S S GETIKI KV K®PVPWVEK YR P

701 AAGTGTGTGGATGAAGTGGCTTTCCAGGACGAAGTGGTTGCAGTGCTGAGAAAGTCCTTAGAAGGAGCTGACCTTCCTAATCTCTTGTTCTATGGGCCAC

47 K C V D E VA F Q DEV VAV LI RIKSILEGADILU®PNLILTFY G P
Nsil  (887)

801 CTGGAACTGGCAAAACATCCACCATTTTGGCAGCAGCTAGAGAGCTCTTTGGGCCTGAACTCTTTCGATTAAGAGTCCTTGAGTTAAATGCATCTGATGA
8okP G T G K T S T I L AAAREIULTFGPETULT FI RILI RVLTETLNASTDE
Hpal (945)

901 ACGTGGAATACAAGTAGTCCGAGAGAAAGTGAAAAATTTTGCTCAGTTAACTGTATCAGGAAGTCGTTCAGATGGGAAGCCATGTCCTCCCTTTAAGATT
113* R G I Q V VR E K VK NF A QL TV S G SR SDSGZKU®PC®PPF K I

Ncol (1058)
1001 GTAATTCTGGATGAAGCAGATTCGATGACTTCAGCTGCTCAGGCAGCTTTAAGGCGTACCATGGAAAAAGAATCAAAAACAACCAGATTCTGCCTCATCT
147 V. | L D E A DSMTSAA QAALIRRTMETZKTESKTTRTFCL I
Xbal (1135)
1101 GTAACTATGTCAGTCGAATAATTGAACCCCTCACTTCTAGATGTTCAAAATTCCGCTTCAAGCCTCTGTCAGATAAGATTCAACAGGAGCGATTACTGGA
180C N Y V S R I | E P L T S R C S K F R F KUPL SDJ K1 QQEU RTLTLTD
EcoRV (1257)

1201 TATTGCTGAGAAGGAAAATGTCAAAATTGGCAATGAGGAAATAGCGTATCTTGTTAAGATATCAGAAGGAGATTTACGGAAAGCCATCACATTTCTTCAG
213 | A E K E NV K I GNZEE I A Y L VK1l SEGDIULIZ RIKATI TFLQ

Sspl (1389)
1301 AGTGCCACTCGACTAACAGGTGGAAAGGAAGTCTCTGAAGATGTGATCACAGACATTGCTGGGGTAATACCAGCTGCAACCATTGATGGAATATTCACTG
247 S AT R L T G G K E V S EDVI TDI AGVI PAATI DGI F T

BspHI (1491)
1401 CATGTCACAGTGGCTCTTTTGACAAACTAGAAGCTGTGGTAAAGAACCTCATAGATGAAGGACATGCAGCTACTCAGCTTGTCAATCAACTTCATGATGC
280kA C H S G S F D K L EAV YV KNLIDESGHAATI QLVNA QLHDA

BstAPI (1579)
1501 AATTATAGAAAATGAAAATCTGTCTGATAAACACAAGTCCATTATCACAGAGAAACTTGCTGAAGTAGACAAGTGCTTGGCAGATGGTGCAGATGAACAC
313 I 1 E N E N L S DK HIK S I I TEJIKULATEV DI KT CLAUDTGATDE H
Mscl (1686)
Nhel (1680)

1601 CTGCAGTTGATGAGCCTTTGTGCAACTGTGATGCAGCAGCTAACTCAGAACTGTTAGAGGCTTCATCTCTCCCCTTTTGTGCTAGCTGGCCAGACATGAT
347 L Q L M S L CA T VMOQQLTQNTC e —
1701 AAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATT

Hpal (1818) Mfel (1829)
1801 ATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCT

EcoRI (1914)
1901 ACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAG
_ -

SaplI (2096)
2001 GCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTC

Sspl (2153) Swal (2167)
2101 TTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGT

Eco01091 (2228)
2201 TTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGAC

2301 AGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCA

414 ¢ N R T Y K L P I L E E I T T K V L K G NME I L V
2401 CAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCT
1154 F C D P A Y D S 1 L ERCMGTC®PSVVVR I SRDVETDSYPHTR

Stul (2592)
2501 GACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCA
824 V. AV | T D F DK QGNSVASGI A1l AEACVTVRGI Y AE



2601 ATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGA

4841 H VvV A S I | E G T K T R I A A GV HHIKNDTEYLMTI KETAV
BbsI (2738)

2701 CCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATG

154 E VL E L D QQS I NTF T K M-

Asel  (2800)
2801 ATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCC
-

Spel (2955)
2901 CATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTT
e

SnaBI (3083)
3001 GGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCC

Ndel (3188)
3101 AAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACAC

3201 TTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATT

Pacl (3374)

Sdal (3366) BspLU111 (3384)
3301 GACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGG
-

3401 CCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAG

3501 AGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACC

ApaLlI (3698)
3601 TGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGT

3701 GCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCC

3801 ACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTA

3901 TCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAA

4001 GCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATT

Eagl (4134)
Pacl (4114) Swal (4123) NotI (4133)
4101 TTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACT

4201 AACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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