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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Pspl14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BStEII (555)
Kasl (535) Agel (552) Fspl (575)
501 CTGAGATCACCGGTCACCATGGCACCCTTCCTGCGCATCTCCTTCAATTCCTATGA
- iI* M A P F L R I S F N S Y E

601 GCTGGGCTCCCTGCAAGTTGAGGACGAAGCAAGCCAGCCTTTCTGTGCTGTGAAGATGAAGGAGGCACTCAGCACAGAGCGAGGGAAGACACTGGTACAG
13 L 6 S L Q VEDEASU QPTFT CAVIKMEKTEATLSTET RSGTZ KTTLVAQ
Psp14061 (732)

701 AAGAAGCCCACCATGTATCCTGAGTGGAAGACAACGTTCGACGCCCACATCTATGAAGGCCGTGTTATCCAGATTGTGCTGATGCGGGCAGCTGAAGACC
47m K K P T M Y P E WK TTTFDAUHI Y EGRV I QI VLMZPRAATED
Ecod7III (839) Bsu36I (889)

801 CCGTGTCTGAGGTCACGGTGGGCGTGTCAGTACTGGCTGAGCGCTGCAAGAAGAACAACGGCAAGGCTGAGTTCTGGCTGGATCTGCAGCCTCAGGCCAA
80P V S E V T V G V S VL AET RTCECIKIKNNGI KA ATETFWLTUDTLU QPIOQAK
901 GGTGCTGATGTGTGTGCAGTATTTCCTGGAGGATGGGGATTGCAAACAGTCTATGCGTAGTGAGGAGGAGGCAAAGTTTCCAACCATGAACCGTCGTGGA
113 VvV L M C V Q Y F L EDGDTZ CI KU QSMTZ RS STETETEAIKTFUZPTMNT RT RSG
1001 GCCATTAAACAGGCCAAGATCCACTACATCAAGAACCACGAGTTTATCGCCACCTTCTTCGGGCAGCCCACCTTCTGTTCTGTGTGCAAAGAGTTTGTCT
147" A 1 K Q A K I HY I K NUHETF I ATTFTFGQPTTFTCSVCIKTEF V

Nsil (1158) Eagl (1176)

1101 GGGGCCTCAACAAGCAAGGCTACAAATGCAGGCAATGCAACGCTGCCATCCACAAGAAATGCATTGACAAGATTATCGGCCGCTGCACTGGCACTGCCAC
180PW G L N K Q G Y K C R QCNAA I HKJI KT CI DI KT I I GRCTGTAT
1201 CAATAGCCGGGACACCATCTTCCAGAAAGAACGCTTCAACATCGACATGCCTCACCGATTCAAGGTTTATAACTACATGAGCCCCACCTTCTGTGACCAC
213 N S R D T I F Q K E R F N1 DMUPUHZ RTFIKVYNYMSUZPTTFTCTDH
Mscl (1388)

1301 TGTGGCAGTTTGCTCTGGGGACTGGTGAAGCAGGGATTAAAGTGTGAAGATTGTGGCATGAATGTGCACCACAAATGCCGGGAGAAGGTGGCCAACCTGT
247 C G S L L WGL VK QGLTZ KT CET DT ECGMNVUHUHIEKTCRTETZKVANIL

Stul (1427) BgllI (1450)
1401 GTGGTATCAACCAAAAGCTCTTGGCTGAGGCCTTGAACCAAGTGACCCAGAGATCTTCCCGGAAGCTGGACACAACAGAGTCTGTCGGAATATACCAGGG
280kC G I N Q K L L AEALNO QVTI QRS SRIKLUDTTTETSVG I Y QG
Bglll (1562) Dralll (1578)
1501 ATTTGAGAAGAAGCCAGAAGTCTCTGGGAGTGACATCCTAGACAACAACGGGACCTATGGCAAGATCTGGGAGGGGAGCACCCGGTGCACCCTTGAGAAC
313 F E K K P E VS G S D I L DNNGTYGIK I WEGSTHR RTECTTLEN
Xeml (1608)

1601 TTCACCTTCCAAAAAGTACTTGGCAAAGGCAGCTTTGGCAAGGTGCTGCTGGCAGAGCTGAAGGGCAAAGACAAGTACTTTGCAATCAAGTGTCTGAAGA
347 F T F Q K VL G K G S F G K V L L A ELIKGIKTUDTIKTYTFATI KT CTLK
1701 AGGACGTGGTGTTGATTGACGATGATGTAGAGTGTACCATGGTGGAGAAGCGGGTGCTGGCGCTCGCCTGGGAGAGTCCCTTCCTCACCCACCTCATCTG
38K D V V L | D DDV E CTMVEI KT RVLALAMWESZPTFTLTHTL I C
BstEII (1852) BstBI (1888)

1801 TACCTTCCAGACCAAGGACCACCTGTTCTTCGTGATGGAGTTTCTCAATGGGGGTGACCTGATGTTCCACATTCAGGACAAAGGCCGCTTCGAACTCTAC
413 T F Q T K D HL F F VMETFTLNGS GHDTULMTFUHI QDJIKGTR RTFE LY
1901 CGGGCTACGTTTTATGCAGCTGAGATCATCTGCGGACTGCAGTTTCTACACAGCAAAGGCATTATTTACAGGGACCTCAAGCTGGACAATGTGATGCTAG
447 R A T F Y A A E I I €C G L Q F L HSKGI I YRDILIKTLTDNVML
2001 ACAGGGACGGCCACATCAAGATCGCTGACTTTGGGATGTGCAAAGAGAATATATTTGGGGAGGGCCGGGCCAGCACATTCTGCGGCACTCCTGACTACAT
480D R D G H I K I A D F GMC K ENIT F GEGRASTTFTCGT®PDY I

Sdal (2112)

2101 CGCCCCTGAGATCCTGCAGGGCCTGAAGTACTCCTTCTCGGTGGACTGGTGGTCTTTCGGGGTCCTCCTGTACGAAATGCTCATCGGCCAGTCCCCCTTC

513 A P E I L Q G LK Y SF SVDWMWSTFSGVTLTULYTEMTLTISGAOQSPTF
BstXI (2231) Xeml (2279) Xmnl (2295)

2201 CACGGCGACGATGAGGACGAGCTCTTCGAGTCCATCCGGGTGGACACACCACACTATCCCCGTTGGATCACCAAGGAATCCAAGGACATCATGGAGAAGC

547 H G D D E D E L F E S I RV DTU®PUHYU PRWI TKTESI KT DI ME K

SandI (2309)
2301 TATTCGAGAGGGACCCTGACAAGAGGCTGGGAGTAACAGGAAACATCAGGATTCACCCCTTTTTCAAGACTATCAACTGGTCCCTCCTGGAGAAGCGGAA
580kL F E R D P D K RL GV TGNIT R I HPTFTFIKTI NWSILLE KR K
2401 GGTGGAGCCGCCCTTTAAGCCCAAAGTGAAATCCCCTTCAGACTACAGCAACTTTGACCCAGAGTTCCTGAATGAGAAACCTCAGCTTTCCTTCAGTGAC
613 VvV E P P F K P K VXK S P S DY SNTFDU&PTETFILNEIZKUPOQL S F SD
2501 AAGAACCTCATCGACTCTATGGACCAGGAAGCCTTCCATGGCTTCTCCTTTGTGAATCCCAAGTTTGAGCAATTCCTGGACATTTAATTAAGCTCCCAGA
647 K N L I D S M D QEATFHGTF S F V NUPIKTFETIOQTFTL DI e
Mscl (2623)
Nhel (2617)
2601 CCTGCTTTAAACGCCCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTG




Hpal (2755) Mrfel (2766)
2701 TGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGG

EcoRI (2851)
2801 GAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTC
- -

2901 TACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTT

SspI  (3090)
3001 AAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGA

Swal (3104)
3101 AATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGG

3201 ACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATG
414 ¢« N R T Y K L P I L E E
BstXI (3394)
3301 GTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCC
1274T T K VL K G NM E I L VF CDU®PAYD S 11 L ER CMGT CU®P S V VR
3401 TGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGC
944 | S R DV EDSYPHR RV AV I TDFDI K QGNSVASGI A I A
Stul (3529)
3501 TTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTG
611 E A C V T VR G I Y A E I H V A S I I E G T K TR I A A G V HH K
BspHI (3679)
Xmnl (3671)
3601 TTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGT
274N D E Y L M T | K E T AV E VL ELUDA QQS I NFTIKM=-
Asel (3737)
3701 GAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTC
et

Spel (3892)
3801 TGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCA
e

3901 AAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATC

SnaBI (4020)
4001 ATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCAT

Ndel (4125)
4101 TGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGT

4201 CCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTA

Sdal (4303) BspLU11I (4321)
4301 ACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCC
—_ -

4401 CCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTG

4501 CGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCA

4601 GTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAA

4701 CCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGG

4801 CCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAAC

4901 AAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTC

Eagl (5071)
Swal (5060)  NotI (5070)
5001 TGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCAT

5101 TACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAG
5201 TGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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