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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)

Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401
Agel (552) BspLUI1I (560)

501 CTGAGATCACCGGTCAACATGTTGGATCTTCTCTTGGAAAAACGTGTGGGTACGAC

= 1*M L D L L L EK RV G TT
BspHI [m] (660)
601 CTTGGCTGCCCCCAAGTCTAGCTCCGGCTCCGTGAAGTTTCAAGGACTGGCAGAGACTGGGATCATGAAAATGGACATGGAGGACGCTGATATGACTTTG
3 L AAPK SSSG SV KT FQGTULATETG G I MKMDMETDADMT L
BsrGI (727)

701 TGGACAGAGGCCGAGTTTGAAGAGAAGTGTACATACATAGTGAACGACCACCCCTGGGATTCCGGCGCTGACGGGGGTACTTCTGTTCAAGCCGAGGCAT
47* W T E A E F E EK CTY I VNDUHZPWIDSGADTGT GT SV QA EA
801 CCTTACCAAGGAACCTGCTTTTCAAGTATGCTGCCAACAACAGCAAAGAGGTTATTGGCGTGGTAAGTAAGGAGTACATACCGAAGGGAACACGCTTTGG
89S L P RN L L FK YAANNTGSIKTEV I GVV SKTETY I PKGTTRTFG

Xeml (993)
901 ACCCCTCATCGGTGAAGTCTACACTAATGACACAGTTCCCAAGAATGCCAACAGGAAGTATTTTTGGCGGATCTATTCCAGAGAGGAGTTCCACCACTTC
113 P L | G EV Y T ND TV PKNANU RIKTYTFWT R I Y SRETETFHHTF

BsaBI (1095)
1001 ATTGATGGCTTTAATGAGGAGAAAAGCAACTGGATGCGCTACGTGAATCCAGCTCACTCTGCCCGGGAGCAAAACCTGGCTGCCTGTCAGAACGGGATGA
147 | D G F N E E K S NWMU RYVNTPAHSARTEG QNTLAATCI QNG GM
1101 ACATCTACTTCTACACTATTAAGCCTATCCCTGCCAACCAGGAACTTCTTGTGTGGTATTGTCGGGACTTTGCGGAGAGGCTCCACTACCCTTATCCTGG
180N | Y F Y T | K P I P ANQTETLTLVWYCRDTEFATETRTLUHYTZPYPG
1201 AGAGCTCACAGTGATAAATCTCACACAAACGGAAAGCAACCCAAAGCAATACAGTAGTGAGAAAAATGAACTCTACCCAAAGAGTGTCCCCAAGAGAGAG
213 E L TV I N LTOQTTETSNU PIKA QY SSEZKNTETLTYTZPEKTSV P KR RE
1301 TACAGCGTGAAAGAAATTCTAAAACTGGACTCCAATCCCTCCAAAAGGAAGGACATCTACCGTTCCAACATTTCACCCTTCACTTTAGAAAAGGACATGG
247 Y SV K E | LK LD SNUPSIKT RKTD I YRS SN I SPFTILTETKT DM
1401 ATGGCTTTCGGAAAAATGGGAGCCCCGACATGCCCTTCTACCCTCGGGTGGTTTATCCTATCCGGGCACCTCTGCCAGAAGACTTTTTGAAAGCGTCCCT
280D G F R K NG S PDMUPF Y PRVV YPIRATPTLTPTETDTFTLTEKAS'IL
1501 GGCCTATGGGATGGAGAGACCCACCTACATAACTCACAGTCCCCTTCCGTCTTCCACAACTCCAAGTCCCCCTGCGAGCAGCAGCCCGGAGCAGAGCCTT
338 A Y GMERUPTY I THSPLZPSSTTU PSPPASTSTSZPESQ QS.L

Stul (1653)
1601 AAGAGCTCCAGCCCCCACAGCAGCCCGGGAAACACGGTGTCACCCCTGGCGCCAGGCCTCCCAGAACACCGGGACTCCTACTCCTACTTGAATGTTTCCT
37 K S S S PH S SPGNTV SPLAPGTLTPTEHT RDTSYSYTLNVS
Eco0109I (1709)

1701 ATGGTTCCGAGGGCCTGGGCTCCTACCCTGGCTATGCACCTGCCCCCCACCTCCCACCAGCTTTCATTCCTTCTTACAATGCTCACTACCCCAAGTTCCT
330kY G S EG LG S Y PG YAUPATPHTILPZPATF I PSYNAHYZPKF.L
BsiWI (1808) AvrlI (1879)

1801 GTTGCCACCGTACGGCATTAGTTCCAATGGCTTGAGCACCATGAACAACATCAATGGTATCAACAACTTCAGCCTCTTCCCTAGGTTGTATCCCGTCTAC
413 L P P Y G I S S NG L STMNN I NG INNTFSTLTEZPRTLYZ®PVY
1901 AGTAACCTCCTTAGTGGCAGCAGCCTGCCTCATCCCATGCTCAATCCAGCTTCCCTACCGAGTTCCCTGCCTACCGATGGAGCCCGGAGGCTGCTTCCAC
447 S N L L S G S S LPHPMTLNZPASTLTPSSLZPTDGAT RT RTLTLTP
2001 CGGAGCACCCCAAAGAGGTGCTTATCCCAGCACCCCACAGTGCCTTCTCCCTTACCGGGGCTGCAGCCAGCATGAAGGACGAGAGTAGTCCCCCCAGCGG
48*P E H P K EV L | P A PH SATFSLTGAAASMEKTDTETSSZPZPSG

BbrPI (2134)
2101 ATCTCCAACGGCGGGAACTGCAGCCACGTCAGAACACGTGGTACAACCCAAAGCTACCTCATCAGTGATGGCGGCCCCCAGCACTGACGGAGCCATGAAT
51338 S P T AGTAATSTEHVVQPEKATSS SVMAATPSTHDGAMN
2201 CTCATTAAAAACAAACGAAACATGACTGGTTACAAGACTCTTCCTTACCCTCTGAAGAAACAGAATGGCAAGATCAAGTATGAGTGCAATGTCTGTGCCA
547 L I K N K RNM TG Y KT LPYUPLIKT KU QNG GTZ K I KYECNVTCA
2301 AGACGTTCGGTCAGCTCTCCAACCTGAAGGTCCACCTGAGAGTGCACAGTGGAGAACGGCCTTTCAAGTGCCAGACCTGCAACAAGGGTTTTACTCAGCT
580K T F G Q L S N L KV HLRVHSGTETRTPTFIKT CQTC CNIEKTGTFTAOQTL
2401 CGCCCACCTGCAGAAACACTACTTGGTACACACAGGAGAGAAGCCACATGAGTGCCAGGTCTGCCACAAGAGATTTAGCAGCACAAGCAATCTCAAGACC
613 A H L Q K H Y LV HTGES KT PHTETCQVT CHTI KT RT FSSTSNTLTKT
BStAPI (2562)
2501 CACCTTCGATTGCATTCTGGAGAAAAACCTTACCAATGTAAGGTGTGCCCTGCCAAGTTTACGCAATTTGTGCACCTGAAGCTGCACAAGCGACTGCATA
647 H L R L H S G E K P YQCKV CPAKT FTO QTFVHTILEKTLUHTE KT RTLH




Pvull (2696)
BsrBI (2605) Bsp120I (2691)
2601 CCCGGGAGCGGCCTCACAAGTGTGCCCAGTGTCACAAGAGCTACATCCATCTCTGCAGCCTCAAGGTCCACCTGAAGGGCAACTGCCCTGCGGGCCCAGC
680*T R E R P H K C A QCHIK SY I'HLCSULIKVHILI KT GNT CUZPAGT?PA
Tth111I (2794)
2701 TGCTGGGCTGCCTTTGGAGGATCTGACCCGAATCAATGAAGAAATTGAGAGGTTCGACATCAGCGACAATGCAGACCGTCTTGAGGACATGGAGGACAGT
73 A G L P L ED L TR I N EE Il ERFD I SDNADU RTULTEDMTETD S
Ncol (2813)
2801 GTCGATGTGACCTCCATGGTGGAGAAGGAGATTCTAGCTGTGGTCAGAAAAGAGAAAGAAGAAACCAGTCTGAAAGTGTCTTTGCAAAGAAACATGGGGA
747 v D VT S MV EK E I LAV YV RKEZKETETSLIKV SLQURNWMG
Bsu36I (2912) BspHI (2951)
2901 ACGGCCTCCTCTCCTCAGGGTGCAGCCTCTATGAGTCATCGGACCTGTCCCTCATGAAGTTGCCTCACAGCAACCCACTACCTCTGGTGCCTGTAAAGGT
789N G L L S S G C S LY ESSDULSLMIEKTLPHSNUPTLUPLVPVKYV
Mscl (3078)
BamHI (3024) Nhel (3072)
3001 CAAACAAGAAACAGTTGAACCGATGGATCCTTAAGATTTTCAGAAAATAAGTGTTTCGTGTTGCTTCTTAGGGCTAGCTGGCCAGACATGATAAGATACA
813 K Q E T V E P M D P e
3101 TTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTG

Hpal (3210)  Mfel (3221)
3201 CAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGT

EcoRI (3306)
3301 GGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGG
—_— -

Sapl (3488)
3401 GGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTC

Sspl (3545) Swal (3559)
3501 TTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATT

Eco0109I (3620)
3601 AGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAA

3701 AGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAG
— 4494 ¢« N R T YK L P I L EE I TTKVLKTGNME I LV FTC
BstXI (3849)
3801 TCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCA
124D P A Y D S | L E R CM G C P SV VR I SRDVEDTSYUPHU RVYVAYV
Stul (3984)

3901 CAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGAC
79¢9 | T D FDKOQGNGSVASG IA I AEACVYVYTVU RG I YATEIHYV
4001 AGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACC
464 A S | | EG T K TR I AAGVYV HHIKNIDTETYTLMT I KTETAV EV

Xmnl (4126) Asel (4192)

4101 AGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTG
124L E L D QQ S I N F T K M-
4201 TCAAAACAGCGTGGATGGCGTCTCCAGCTITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCG
— -

Spel (4347)
4301 TCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCC
-

SnaBI (4475)
44901 CCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGA

Ndel (4580)
4501 AAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTA

4601 CTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAA

Pacl (4766)

Sdal (4758) BspLU111 (4776)
4701 TGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAA
=

4801 AGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCG

4901 AAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCC

5001 TTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAAC




5101

5201

5301

5401

5501

5601

CCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAA

CAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCT

CTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGA

TTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCAT

Eagl (5526)
Pacl (5506) Swal (5515) NotlI (5525)
GGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACG

CTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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