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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
BStEIT (555)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGCTGCAGTGTTGGAGGGGCAGGAGCCGGAGGAAAC
- 1M A AV L E G Q E P E E T

601 TGCAGCTGCTGCAGAGGATGCTGCAACATCCACCTTGGAGGCTGTGGATGCCGGGCCTGGAGCACCTTTTCTCCCGGCTGGGAACCAGTTGAACTTGGAC
133 AAAAEDAATSTLTEAVDAGTPS GATPTFTLZPAGNI QLNTLTD
701 CTACGCCCAGGGGGCTGCCATCGGCTACAGTACCTGTGTTCCCAGCAGCCCCCACAGCTGCTGCAAGTGGAGTTTTTGCGGCTCAGCACCCATGAGGACC
47 L R P G G C HR L QY L CSOQQPU®POQLTULAI QVETFTILTZ RLTSTHTETD
801 CTCAGCTGCTGGATGACACCCTAGCCAAGGTTCCGTGGAGTCTGCTGCGCCTTCGCTCCCTGGTCCTCAAAGGTGGCCAGAGCCGGGGTGCCCTGGGTGC
80P Q L L DD T LAIKVZPWSTULLIZ RLI RS STLUVLI KSGS GO QSTZ RGATLGA
901 CTGCCTCCATGGAACCCTGACCACTCTGCCTGCTGGCCTGAGTGATTTGGCCTGCCTGGCTCACCTAGACCTGAGCTTCAACAGGCTGGAGACGCTGCCT
113 ¢ L H 6 T L T TLPAGLSDLATCLAHLT DTLTSTFNR RTLTETTLSU®P
1001 ACCTGTGTCCCGGAACTGCACGGCCTGGATGCGTTGCTGCTTTCTCACAACCATCTCTCAGAGCTGCCCGAGGCCCTGGGGGCACTGCCCGCCCTTACCT
147 T C V P E L HGL DATULTULTULSHNUHTLSETLU PEALGATLUZPATLT
SandI (1147) Xbal (1191)
1101 TCCTCACCGTGACACACAACCGCCTAGAAAGACTACCCCTAACACTCGGGTCCCTGTCCACCCTTCAGCGTCTCGATCTCTCTGAGAACCTTCTAGACAC
180 F L T V T H N R L E R L P L TLGSLSTLI QRTLUDTLTSTENTLTLTDT
Fspl (1223)
1201 CATACCCTCTGAGATTGGAAACCTGCGCAGCCTCAGTGAGCTCAATCTGGCCTCCAACCGGCTGCAGAGTCTCCCAGCTTCCCTCGCGGGGCTGLCGGTCC
213 1 P S E I G N L R S L S ELNLASNRTLI OSTLZPASTLATGTLRS
1301 CTGCGGCTCCTTGTTCTGCACAGCAACCTCCTGACCTCAGTGCCCACTGGCCTGGTCCACCTGCCACTGATCACTCGGCTTGACCTGAGGGACAACCGGC
247 L R L L VL HS NULLTSVPTGLVHLTPTLTITRTLTUDTLTE RTUDNTR R
Sdal (1443)
1401 TCCGAGACCTGCCTGCTGAGTTACTAGACGCTCCCTTTGTGCGCCTGCAGGGGAACCCTCTGGGCGAGGCCTCTCCAGCACCCCCAAGTCCCCCAGACAT
280L R D L P A E L L DAZPTFVRLQGNTPLGEASTPATPTPSTZPZPD.I
1501 ATCCCAGGTTCCAGAAATGCCCAGGCTATTGCTGACCTCAGATTTGGACAGCTTCCTTGTGACTCCCCATGGCTGTTCTGTGACCCTGGCCTGTGGTGTC
313 S Q VP EMPRILILILTSDLUDS ST FLVTPHGE CSVTLATE CGYV
BspHI (1692)
1601 CGCCTACAGTTTCCAGCAGGAGCCACCACCACGCCTGTCACCATCCACTATCGACTCTGGTTGCCCGAGCCAGGCCTGGTCTCTCTGGGACCTCATGACT
347 R L Q F P AGA T T TPV T I HYRLWLUPET PG GLVSLGTPHTD
1701 TCCTGCTTAGTAGTGTCCTGGAGCTGCAGCCCCATGGGGTGGCTTTCCAGCAAGATGTGAGCTTATGGCTGCTCTTTGTCCCTCCACGAGTCCGTCGCTG
38F L L S S VL E L QP HGVATFQQDVSLWLTLTFUVPPIZ RVTZ RT RSTCEC
1801 TCGTGAGGTAGTTGTGAGGACACGGAGTAACAACACCTGGAATGACCTAGAGACCCAACTGGAGGAAGAGGCACCCAAGAGGCTCTGGGCTCGCTGCCAG
413 R E V V V R T R S NNTWNUDILTETA QLTETETEATPTI KT RLMWAT RTECNOQ
1901 GTGCCCCACTTCTCCTGGTTCCTGGTCGTTTTACGCCCAGTATCCAACACTTGCCTTTTGCCACCAGAGGGAGCACTTCTCTGCTCCTCAGGTCATCCTG
447 V P H F S W F L V VLRPVSNTT CLTLZPZPETGATLTLTCSSGHSF®P
Ndel (2065)
2001 GGGTCAGAGTCACTTTTCCCCCTGGGGTTACAGAAGAGCCTCGGCAAGTCTCCATGCAGGTAGTGCATATGGCTGGACTAGAGCTGAGAACCCTTCTGGA
480G V R V T F P P G V T E E P R QV SMQV VHMAGTLTETLR RTIL L E
2101 AGAATCAGAGGCATCAGTAAGCCCTCTGCTGTGCCTTTCACAGAGCGGCCCCCCCAGCTTCCTACAACCTGTCACTGTGCAGTTGCCCCTGCCTCCTGGC
513 E S E A SV S PLLCLSOQSGP®PSTFLIOQPVTITVQLUZPLZPTZPSG

Xbal (2214) EcoRV (2272)
2201 GTTACAGGCTTCAGTCTAGACCGCTCCCACCTGCATCTGCTCTACCGAACACCCCTGACAACCACCTGGGATGATATCACCACTCAGGTGGCACTGGAAT
547 V. T 6 F S L DR S HULUHULULYRT®PLTTTWHDTD I TTIAQVAL E
XemI (2363)
Bst11071 (2355) Sfil (2385)

2301 TCACCCACCTGTATGCACGCTTCCAGGTCACGCACTTCTCCTGGTACTGGCTCTGGTATACCACCAAAACCTGTGTGGGGGGCCTGGCCCGGAAGGCCTG
580kF T H L Y A R F Q VT HF SWYWLWYTTIZ KTTZ CVGGLARIKAW

Dralll (2416) Kasl (2444)
2401 GGAACGGCTGCGACTGCACCGTGTGAATCTCATTGCACTGCAGAGGCGCCGAGACCCTGAGCAGGTTCTGCTGCAGTGCCTGCCACGGAACAAGGTAGAT
613 E R L R L H R V N L I AL QR RRDUWPEIOQVLILIOQCLUZPRNIKWVD

2501 GCCACCCTGAGTCGGCTGCTGGTTCGCTACCGTGGCCCTGAACCCTCTGAGACTGTGGAGATGTTTGAGGGTGAGAAGTTCTTTGCAGCCTTTGAGCGGG
647w A T L S R L L VR Y R G P EP S ETVEMTFTESGEIKTFTFAATFER

Bbsl (2653) Bst11071 (2686)
2601 GCATTGATGTAGATGCAGACCGTCCAGACTGTGTGGATGGCAGAATCTGCTTTGTCTTCTATTCACACCTGAAGAACGTAAAGGAGGTATACATCACCAC
680G | D V DA DR UP DT CVDGR I CFVFY SHLIKNVIKTEUVY Il TT
PshAI (2732) Acc651  (2769)

2701 AGCCTTGGACCGGGAAGCTCAGGATGTTCGAGGACAGGTGTCCTTTTATCGGGGTTCACTTCCTGTGGAGGTACCTGCAGAGGCAGAGGCTGCCCGGCAG
713 A L DR EAQDVRGQVSTFYRGSULZPVEVPAEAEAARHAQ

2801 AGGAAGGGTACAGATGCACTGTGGATGGCCACCTTGCCCATCAAGCTACCGAGACTCCGGGGTGCCCAGGGGAGTGGGCAGGGGACTGACTTCTCCTTGA
747 R K G T D A I W M A T I P I K I PRI R GA OGS GOGTDF S |



2901 TGCCTCTGAACCTGGGTGATGCAGAAACTGGATTCCTGACTCAGAGCAACCTGCTGAGTGTGGCCTCACGCCTAGGTCCTGACTGGCCAGCTGTGGCCCT
780*M P L N L G DA E TG F LT QSNLTLTSVASRTLTGTPTDMWEPAVA.L
SphI (3008)

3001 GCACCTAGGCATGCCCTACCATAAGCTACAGCGTATCCGGCATGAATTCAGGGATGACCTGGATGGCCAGGTCCGACACATGCTCTTCTCTTGGGCTGAG
813 H L GM P Y HKTLO QR IRHETFI RTDTDLTUDTGA QVRUHMLTEFEFSWAE
3101 CGCCAGACTGGACAGCCTGGAGCTGTGGGACACCTGGTACAGGCCTTGGAACAGAGTGATCGGCGGGATGTGGCTGAAGAGGTGCGTGCCATCTTGGAGC
847" R Q T G Q P GA V GHLV QALTETG QSTDT RT RTDVATETEVT RAILTE
3201 TTGGCCGCCACAAGTACCAGGACAGCATTCGACGCACAGGGCTGGCCCCTGAGGATTCTACTCTGCCTGGCACCTCGGCTTCACAGACTCCAGAGTCTGC
880L G R H K Y QDS I RRTGLAUPETDTSTTLPGTSASIOQTTPTESA

Nhel (3316)
3301 ACAGGCCTAGGCTTACGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGT
913k Q A e

Hpal (3454) Mfel (3465)
3401 GAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGG

3501 AGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCT
e

3601 ACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTA

SspI (3789)
3701 AGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAA

Swal (3803)
3801 ATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGA

3901 CTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGG
414 ¢« N R T Y K L P I L E E I T
4001 TGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCT
1274 T K VL K G NM E I L VF CDU®PAYD S 11 L ER CMGT CU®P S V VR
4101 GATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCT
944 | S R D V E D S Y P HR VAV I T DFIDI KW QGNSVASGI A 1 A
4201 TCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGT
604E A C V T VR G I Y A E I HV A S I | E GTK TR I A A GV HHKN
Bbsl (4374)
Xmnl (4370)
4301 TGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTG
274 D E Y L M T I K E T AV E VLETLDA QQS T NTFTIKM=-
Asel (4436)
4401 AGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCT
o

Spel (4591)
4501 GCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAA
-

4601 AACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCA

SnaBI (4719)
4701 TGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATT

Ndel (4824)
4801 GACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTC

4901 CCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAA

Sdal (5002) Pacl (5010)  BspLU11I (5020)
5001 CGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCC
— -
5101 CCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGC

5201 GCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAG

ApaLl (5334)
5301 TTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAAC

5401 CCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGC

5501 CTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACA

5601 AACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCT

Eagl (5770)
Pacl (5750) Swal (5759) NotI (5769)
5701 GACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATT

5801 ACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGT
5901 GCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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