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Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BSstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGGGACCTCCCACCAGGTCTTTCTGGTCCTCAGCTG
- 1I*» M G T S HQV F LV L SZC
601 TCTCCTCACAGGGCCGGGCCTCATCTCCTGCCAGCTCTTATTACCCTCTATCCTCCCAAACGAGAATGAGAAGATTGTGCAGCTGAATTCGTCCTTTTCT
13 L L TG PG L I SCQULULULUPS I L PNTENZTEIK 1TV QLNSSF S
701 CTGAGATGCGTTGGGGAGAGTGAAGTGAGCTGGCAGCACCCCATGTCTGAAGAAGACGACCCCAACGTGGAAATCAGAAGTGAGGAGAACAACAGTGGCC
47 L R C V G E S EV SWQH PM S EEDUDUPNVTE I RSETENNSSG
Hpal (823)
801 TCTTTGTCACAGTGCTGGAAGTGGTTAACGCCTCCGCAGCCCACACCGGATGGTACACTTGCTACTACAACCACACTCAGACGGATGAGAGTGAGATCGA
8L F V T VL EV VNASAAHT GW Y TCYYNUHTAOQTUDE S E | E
901 AGGCAGGCACATTTACATCTATGTACCAGACCCAGACATGGCCTTTGTGCCTCTCGGGATGACCGATTCCTTAGTCATCGTGGAAGAGGATGACTCTGCC
113 G R H I Y | YV PD PDMATFV P LGMTWD S LV IV ETEDTD S A
BspEI (1023)
1001 ATCATACCTTGCCGCACCACAGATCCGGAGACTCAAGTAACCTTGCACAATAACGGGAGGCTGGTGCCTGCCTCCTATGACAGCAGGCAGGGCTTCAACG
147 | | P C R T T D P E T QV T LHNNG RLVPASYDSRQG FN
1101 GAACCTTCAGCGTGGGGCCTTACATCTGTGAGGCCACCGTCAAAGGGAGGACGTTCAAGACCAGCGAGTTTAATGTTTATGCCTTGAAAGCAACGTCAGA
189 G T F S v G P Y I C EA TV KGR RTFIKTSETFNVYALZKAT S E
BStEII (1257)
1201 ACTGAATCTGGAGATGGACGCACGCCAGACTGTGTATAAGGCAGGAGAAACGATCGTGGTGACCTGTGCCGTCTTTAACAACGAGGTCGTTGACCTGCAG
213 L N L EM D A RQ TV Y KAGET I VVTUCAV FNNTEVVDLAQ
1301 TGGACTTACCCTGGAGAAGTGAGAAACAAAGGTATCACCATGCTGGAGGAGATCAAACTCCCATCCATCAAACTGGTGTACACTTTGACCGTCCCCAAGG
247 W T Y P G EV RN K G I T M L EE I K L P S I KLV YTLTVPK
1401 CCACGGTGAAGGACAGTGGAGAGTATGAATGTGCTGCCCGTCAGGCCACTAAAGAGGTCAAGGAAATGAAGAGAGTCACCATTTCTGTCCACGAGAAAGG
280MA T V K D S G E Y ECAARQATU KEV K EMIEKI RV T I SV HETKG
Stul (1580) EcoRYV (1599)
1501 CTTCGTCGAGATTGAGCCCACCTTTGGCCAGCTGGAAGCTGTCAACTTGCACGAAGTCAGAGAGTTCGTGGTGGAGGTGCAGGCCTACCCGACGCCCAGG
33 F V E | E P T F GQ L EAVNLHEVIRETFVV EVQAY PT PR
1601 ATATCGTGGCTGAAGGACAACTTGACTCTGATAGAGAATCTCACCGAGATCACCACTGATGTACAGAAGAGTCAGGAAACAAGGTATCAGAGCAAATTAA
347 | SW L K DN L T L I ENLTE I TTDV QK SQETR RYQ S K L
1701 AGCTGATCCGGGCTAAGGAAGAAGACAGTGGCCATTACACCATTATAGTTCAAAATGAGGATGACGTGAAGAGTTACACGTTTGAGCTGTCAACCCTAGT
380K L I R A K E ED SGH YT I I VQNEDDVIKSYTT FTETLST LV
Ncol (1833)
1801 TCCTGCATCCATTTTGGATCTCGTAGATGACCACCATGGCTCTGGCGGGGGACAGACTGTGAGGTGTACAGCCGAAGGCACCCCTCTTCCAGAAATCGAC
413 P A S |I L DLV DU DHHGSGGGAQTV RCTAETGTU®PLUPE I D
Dralll (1938) Sspl (1972)
1901 TGGATGATCTGCAAGCATATTAAGAAATGTAATAATGACACTTCGTGGACAGTTTTGGCCAGCAATGTCTCAAATATTATCACAGAGCTCCCTCGCCGTG
47 W M | C K H I K K CNNUDTSWTVLASNVSN I I TEULUPRR
PshAI (2018)

2001 GCAGGAGTACCGTGGAGGGACGAGTGTCCTTCGCCAAAGTGGAAGAGACCATCGCAGTTCGATGCCTGGCAAAGAACAACCTCAGCGTTGTGGCCCGTGA
480G R S T V E G RV S FA KV EET I AV RCULAKNNILSVVARE
Eagl (2144)

Notl (2143)

2101 GCTGAAGCTGGTGGCTCCCACTCTGCGATCTGAACTCACAGTGGCGGCCGCAGTGTTGGTGCTGTTGGTGATTGTCATTGTCTCTCTCATCGTCCTGGTG
513 L K L V A P T L R S E LTV AAAV LV L LV IV IV SL IV LYV
2201 GTCATTTGGAAGCAGAAACCACGGTATGAAATTCGCTGGAGGGTTATCGAGTCAATCAGCCCCGATGGACATGAGTATATCTATGTGGACCCCATGCAGT
547 V. I W K Q K P R Y E I RW RV I E S I S PDGHEY I YV DPMNAQ

BamHI (2359)
2301 TGCCTTACGACTCCAGATGGGAATTCCCGAGAGATGGCCTCGTGCTTGGTCGGATTTTGGGATCCGGTGCATTTGGGAAAGTGGTCGAAGGTACAGCTTA
5L P Y D S RW E F P RDG LV LG R I LGSGATFG GI KV YV EGTAY
2401 TGGATTAAGCCGGTCCCAACCTGTAATGAAGGTGGCTGTGAAGATGCTCAAACCCACAGCCAGGTCTAGTGAAAAGCAGGCTCTCATGTCTGAGCTGAAG
613 G L S R S Q PV MKV AV KMLIKPTARSSEI KA QALMSE L K
2501 ATAATGACTCACCTGGGGCCACATTTGAACATTGTGAACTTGCTGGGAGCCTGCACCAAGTCAGGTCCCATTTACATCATCACAGAATACTGCTTCTATG
647 | M T H L G P H LN I VNLULGACTIKSG®P 1Y I I T EYTCFY




I'M TH LG PHTILNTIVNILLGACTTI KT SGT®P I Y I I'TEYTCEFY
BspHI (2639)
2601 GGGATTTGGTCAACTACTTGCATAAGAACAGAGATAGCTTCATGAGCCAACACCCAGAGAAGCCGAAGAAAGACCTGGACATCTTTGGATTGAATCCTGC
680G D L V N Y L HK N RD S FMSQHTZPTET KT PIKT KT DTLDTI FGTLNTPA
2701 AGACGAGAGCACAAGAAGTTATGTGATTTTGTCTTTTGAAAATAACGGCGACTACATGGACATGAAGCAAGCTGATACCACACAGTATGTCCCCATGCTT
73 D E S TR S YV I LSFENNGDT YMDMEKTG QQADTTOQYVZPM.L
2801 GAAAGGAAAGAGGTTTCTAAATACTCTGACATCCAGAGATCGCTGTACGATCGGCCAGCCTCCTACAAGAAGAAATCCATGCTAGACTCAGAAGTCAAAA
747" E R K EV S K Y SD I QR SLYDU RTPASTYHZKTZ KT K SMLDSEVK
Xhol (2969) BstBI (2991)
2901 ACCTCCTTTCGGACGATGACTCCGAGGGTCTGACTTTGCTGGATCTATTGAGCTTCACCTATCAAGTTGCTCGAGGAATGGAATTTTTGGCTTCGAAAAA
780*N L L S D DD S EG LT LLDTULTLST FEFTTYQVARGMETFTLASTKN
BglII (3059)
3001 TTGTGTCCACCGGGACCTGGCTGCCCGCAACGTCCTCCTGGCGCAAGGAAAAATTGTGAAGATCTGTGATTTTGGCCTGGCCAGAGACATCATGCACGAT
83 C VH RD LAAU RNVTILTLAQGI K I VK ICDTFGTLATRDIMIHD
Scal (3121)

3101 TCCAACTACGTGTCAAAAGGCAGTACTTTCCTGCCTGTGAAGTGGATGGCACCCGAGAGCATCTTCGACAACCTCTACACCACGCTGAGTGACGTCTGGT
87k S N YV S K G ST F L PV KWMATPTESTITFEFDNTLTYTTTLSTDVW
3201 CCTATGGCATTCTGCTCTGGGAAATCTTTTCCCTTGGTGGCACACCCTATCCTGGCATGATGGTCGATTCTACTTTCTACAATAAGATCAAGAGTGGATA
88*S Y G | L LW E I FSLGGTU PYPGMMVYDSTTFVYNZ K I K SG Y
3301 CCGGATGGCCAAACCTGACCATGCCACCAGTGAAGTCTATGAGATCATGGTGCAGTGCTGGAACAGTGAGCCCGAGAAGAGACCCTCCTTCTACCACCTC
913 R M A K PDHAT S EV Y E I MVQCWNTSTETFPTETZKT RTPSTFTYH.L

SphI (3497)
3401 AGCGAGATAGTGGAGAACCTGTTGCCGGGACAATACAAGAAGAGTTATGAAAAGATTCACCTGGACTTCCTAAAGAGTGACCATCCAGCCGTGGCACGCA
947 S E | V EN L L P G Q YK K S Y EK I HLDTFTLTIKTSDTUHTPAVATR
Ecod711I (3598)
3501 TGCGGGTGGACTCTGATAATGCGTACATCGGTGTCACTTACAAAAATGAAGAGGATAAGCTGAAGGACTGGGAAAGTGGCCTGGACGAACAGAGACTGAG
980*M R V D S DN A Y | GV T Y KNTETEDTIKTLTZKT DWTETSGTLTDTET QT RTLS
3601 CGCTGACAGTGGCTACATCATCCCCCTGCCAGACATTGACCCTGTTCCAGAGGAGGAAGACCTGGGCAAGAGGAACAGACACAGCTCACAGACTTCGGAA
013 A D S G Y | | PLPD IDPVEPETETEDTILGTE KT RNT RHTSTSOQT S E
3701 GAGAGTGCCATCGAGACAGGTTCCAGTAGTTCCACCTTCATCAAGAGAGAGGACGAGACCATCGAGGACATCGACATGATGGATGACATTGGTATAGATT
1047 E S A | ET G S S S ST TF I KRTEDTET I ED I DMMDGD I G I D
3801 CCTCGGACCTGGTGGAGGACAGCTTCCTGTAACTGACACGCTCCGGGTATCATCTTCTCCGGGAGCCTCCTCGGGATAACCTTAAGAAAACCACTTCATT
1080*S S D L V E D S F L e
Nhel (3937)
3901 GCAATGCAAAAGTTGAGAAGAGGACTTGGGTGATGTGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAG

Hpal (4075)  Mfel (4086)
4001 TGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATT

4101 TTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTT
- -

4201 TAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCT

Sapl (4353)
4301 CACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCC

Sspl (4410) Swal (4424)
4401 TTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATA

4501 TCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGA
414 ¢ N R T Y K L
4601 GGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACAT
1344 P | L E E I T T KV LK GNWMTE I LV FCDUPAYUDS I L ERTZ CWM
4701 GCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACA
1014 G ¢ P SV V R I S RDV ED S Y PH RV AV I TDFDJIKIQGN SV
Stul (4849)
4801 GCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGG
674A S G I A I A EA CV TV RG I YAE I HV A S I I EGTIKTR I A
4901 CCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTT
344 A G V HHKNDEY LMT I KETA AV EV LETLDA QQS I N F TK
Asel (5057)
5001 CATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTITATCTG
14 M - -
5101 ACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAG

Spel (5212)
5201 TCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT
- -

SnaBI (5340)
5301 ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA




5401

5501

5601

5701

5801

5901

6001

6101

6201

6301

6401
6501

Ndel (5445)
GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC

Pacl (5631)

Sdal (5623) BspLU11I (5641)
CATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG
-

TTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTC

CCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAG

ApalLlI (5955)
CTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGT

AACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTA

CAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGG

TAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCT

EaglI (6391)
Pacl (6371) Swal (6380) NotI (6390)
TTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAA

TAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTA
GCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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