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Pvul (7)
Sefl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) BspLUI1I (560)
501 CTGAGATCACCGGTCAACATGTCCCATCAACCTCTGAGCTGCCTGACTGAGAAGGG

- 1I*» M S HQ P L SCLTEKG
601 GGACAGCCCTTGTGAGACCCCAGGAAATGGACCCTCCAATATGGTTCACCCCAGCCTGGACACATTCACCCCTGAGGAGCTGCTGCAGCAAATGAAGGAA
13 D S P CETWPGNGU®PSNMVH®PSLDT FTU®PETETLTL QQMK E
701 CTCCTGGTTGAGAACCACCAGCTGAAAGAAGCCATGAAGCTAAATAATCAAGCTATGAAAGGGCGATTTGAGGAGCTGTCCGCCTGGACAGAGAAGCAGA
47 L L V EN H Q L K EAMIKILNNA QAMIEKTG R RTFETETLSAWTEKAQ
BspHI (864)
801 AGGAAGAGCGCCTGTTGTTTGAGATGCAAAGCAAAGAGGTTAAGGAGCGCCTTAAGGCCCTGACTCATGAAAATGAGAGGCTGAAGGAAGAGCTTGGAAA
8K E E R L L F EMQ S K EV K EIRULIKATLTHTENTEI RTILIEKTETETLGK
BstXI (956)
901 ATTCAAAGAGAAATCAGAAAAGCCATTGGAAGACCTCACAGGTGGCTACAGGTATCCCAGAGCCTTGGAGGAGGAAGTGGAGAAGCTGAAGACCCAGGTG
113 F K E K S E K P L ED L TG G Y R Y P RAULTETETEVEIKLIKTAQV
1001 GAGCAGGAAGTGGAGCATCTGAAGATCCAGGTGATGCGCCTTCGGGCTGAAAAGGCAGACCTGCTGGGCATCGTCTCAGAACTGCAGCTCAAACTCAACT
147 E Q EV EH LK I'Q VM R L RAEKADLULG IV S ELQULZK LN
1101 CCGGCGGCTCCTCGGAAGACTCCTTCGTTGAGATCAGGATGACCGAAGGAGAGACTGAAGGGGCAATGAAGGAGATGAAGAACTGCCCTACACCCACAAG
189 S G G S S ED S FV E I RMTEGTETEGAMIEKTEMIKNTCU®PTPTR
BsrGI (1225)
1201 AACAGACCCCATCAGCTTGAGCAACTGTACAGAGGATGCCAGGAGTTGTGCGGAGTTTGAAGAACTGACTGTGAGCCAGCTTCTGCTTTGCCTAAGGGAA
213 T D P I S L S N C T ED AR SCATETFEETILTV SQ L L L C L R E
Mscl (1380)

1301 GGAAACCAAAAGGTGGAGAGACTTGAAGTCGCCCTCAGAGAAGCCAAAGAAAGAATTTCAGATTTTGAAAAGAAAGCAAATGGCCATTCTTCTACTGAGA
247 G N Q K V E R L EV A LREAIKEI R I SDFEZKI KA ANGH S ST E
Xceml (1443)

1401 AGCAGACAGCGAGGAGAGCAGACAGAGAGAAGGAGGACAAAGGCCAAGAGAGTGTTGGAAGCGAAGTGGAAACACTGAGCATTCAAGTGACCTCTCTGTT
280K Q T A R R ADIREIKEDI K G QESV G S EV ETLS I QV T S L F
1501 TAAGGAGCTTCAAGAGGCACACACAAAACTCAGTGAGGCTGAGCTGATGAAGAAGAGACTTCAAGAAAAGTGTCAGGCTCTGGAGAGGAAGAACTCTGCA
313 K E L Q E A HTIK L S EATEILMIKI K RLIOQEI KT CIOQALTETRIKNSA

Sphl (1670)
1601 ACACCATCAGAGCTGAATGAAAAGCAAGAGCTCGTTTACAGTAACAAGAAGTTAGAGCTGCAGGTGGAGAGCATGCGCTCCGAAATCAAGATGGAGCAGG
347 T P S E L N EK Q E LV Y SNJZKJ KULEULQVESMR RSTE Il KMENAQ
1701 CCAAGACAGAGGAGGAGAAGTCCAGGTTAGCCACTCTGCAGGCAACTCACAACAAGCTCCTTCAAGAACATAATAAGGCACTGAAAACAATTGAAGAACT
380PA K T E E E K S R L AT LQATMHNIKILULA QEUHNIKAILIKT I EE L
1801 AACCAAGCAACAGGCAGAAAAGGTGGACAAGATGTTGCTGCAGGAGCTCAGCGAGAAGCTGGAGCTGGCAGAGCAGGCTCTGGCATCCAAACAGCTCCAG
413 T K Q Q A EK VDI KMILTLQETLTSTETZ KTLTETLAEG QATLASIKTZ QTLAQ
Ncol (1949)
1901 ATGGATGAGATGAAGCAGACGCTCGCTAAGCAGGAGGAAGACCTGGAGACCATGGCCGTCCTCAGGGCTCAGATGGAGGTGTACTGCTCAGATTTTCACG
447 M D EM K Q T L A K QT EEDLETMAV L RAQMTEV Y C SD FH

BspHI (2025) Nrul (2057)
2001 CTGAGAGAGCAGCAAGAGAGAAGATTCATGAAGAAAAGGAGCAGCTGGCCTTGCAGCTCGCGATTTTGCTGAAAGAGAACAATGACATTGAAGAGGGAGG
480PA E R A A R E K I H E E K EQ LA LQULA 1 LULIKTENND I EEGSG

2101 CAGTAGACAGTCCCTGATGGAAATGCAGTGCCGACACGGGGCAAGAACCAGTGACTCTGACCAGCAGACTTACCTGTTTCAAAGAGGAGCCGAGGACAGG
5133 S RQ S LM EMOQCT RHGARTSD SDQQTVYULTFOQRGATETDR
2201 AGCTGGCAGCACGGGCAGCAACCTCGCAGTATTCCGATTCACTCCTGCCCCAAGTGCGGGGAGGTCCTGCCGGACATCGACACGCTTCAGATCCATGTGA
547 SW Q H G QQ PR S I P I HSCUPKTZ CGTEVTILPD IDTTULQ I HV
Mscl (2331)
Nhel (2325)
2301 TGGACTGCATCATTTGAGTGTTCTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGC
580M D C | | e

Hpal (2463)
2401 TTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGG

EcoRI (2559)
2501 TTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAAT
- -




2601 CAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCA

Sspl (2798)
2701 TGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAA

Swal (2812)
2801 TATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTA

2901 GTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTT

494 ¢ N R T Y K L P I L E
3001 CCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCT
1304 E | T T KV L K GNWMTE I LV FCDUPAYUDS I L ERTC CMGTC P S

BstXI (3102)
3101 GACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATG
974 v. vV R | S R DV ED S Y PH IRV AV I TDFDJI KU QGNSVA S G I
Stul (3237)
3201 GCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACAT
634A I A E A CV TV RG I YATE I HVAS |l I EGTI KT R I A AG V H
Xmnl (3379)

3301 GGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCT
304 H K ND E Y LM T I K ETAV EV L ELDAQQS I NFT K M--S4-——-
Asel (3445)

3401 CCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAA

-

3501 ACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTT

Spel (3600)
3601 ACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACC
-

SnaBI (3728)
3701 GCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTT

Ndel (3833)
3801 ACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAA

3901 TGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAA

Pacl (4019)
Sdal (4011) BspLU11I (4029)

4001 GTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGG

-

4101 CTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCT

4201 CCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAG

ApaLlI (4343)
4301 GTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTT

4401 GAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGA

4501 AGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATC

4601 CGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCT

Eagl (4779)
Pacl (4759) Swal (4768) Notl (4778)
4701 ACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTT

4801 ATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCT
4901 GTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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