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(6276 bp)
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SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh
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EM7

hEF1-HTLV prom

mNOD2 (NLRC2) isoform 1

SgfI (6)
PvuI (7)

Psp1406I (203)
HindIII (245)

KasI (535)
AgeI (552)

BspHI (568)

ScaI (1221)

BstEII (1365)

HpaI (1634)

Eco47III (1802)

XmaI (2286)
KasI (2297)

BglII (2590)
BbrPI (2623)

BsrBI (2630)
NsiI (2706)

Bsp120I (2831)

NheI (3658)
HpaI (3796)

EcoRI (3892)

SspI (4131)
SwaI (4145)

StuI (4570)

AseI (4778)

SpeI (4933)

SnaBI (5061)
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SdaI (5344)
PacI (5352)

ApaLI (5676)

PacI (6092)
SwaI (6101)

NotI (6111)
EagI (6112)

14A23v35



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTAGGAGGGCCATCATGAGATCCAGCTGTTGTGACATGTGCTCA

CAGGAAGAGTTCCAGGCACAGAGGAGCCAGCTGGTGGCACTGCTGATCTCAGGGTCCTTGGAGGGCTTTGAGAGCATCTTAGACTGGCTGCTGTCTTGGG

ATGTGCTCTCCAGGGAGGACTATGAGGGCCTCAGCCTCCCTGGCCAACCTCTCTCCCATTCTGCCAGGCGTCTGCTGGACACAGTCTGGAACAAGGGTGT

TTGGGGCTGTCAGAAGCTCCTCGAAGCTGTGCAGGAGGCACAGGCCAACAGTCATACCTTTGAACTGTATGGGTCCTGGGACACTCACTCCCTTCATCCA

ACCAGAGACCTGCAGAGTCACCGGCCAGCCATTGTGAGGAGACTCTACAACCATGTAGAAGCCATGCTGGAGCTGGCAAGGGAGGGGGGGTTTCTGAGCC

AGTACGAGTGTGAGGAGATCAGGCTGCCAATCTTCACGTCGTCTCAGAGGGCAAGAAGGCTGCTTGATCTCGCTGCGGTGAAGGCCAATGGACTGGCTGC

CTTCCTTCTACAGCACGTCAGGGAACTGCCAGCTCCACTGCCTCTGCCTTACGAGGCTGCTGAGTGTCAGAAGTTCATATCTAAGCTGAGGACCATGGTG

TTGGCTCAGTCTCGCTTCCTCAGTACTTACGATGGGTCAGAGAATCTTTGCCTGGAGGATATATACACGGAGAACATCTTGGAGCTGCGGACTGAAGTGG

GCACAGCCGGGGCCTTGCAGAAGAGCCCTGCCATCCTGGGCCTGGAGGACCTCTTTGATACCCATGGTCACCTGAACAGAGATGCCGACACCATACTGGT

GGTGGGCGAAGCAGGCAGTGGCAAGAGCACTCTTCTGCAGCGTTTGCACCTGCTGTGGGCAACAGGGAGGAGCTTCCAGGAGTTTCTCTTCATTTTCCCA

TTCAGCTGCCGACAGTTGCAATGCGTGGCCAAACCGCTGTCCCTGAGGACGCTGCTCTTTGAGCACTGCTGCTGGCCTGATGTCGCTCAGGACGATGTCT

TCCAGTTCCTTCTTGACCATCCTGACCGTGTCCTGTTAACCTTTGATGGCTTGGACGAGTTCAAGTTCCGGTTCACCGACCGGGAGCGCCACTGCTCTCC

AATTGACCCCACGTCAGTCCAGACTCTGCTCTTCAACCTTCTCCAGGGGAACCTGCTGAAGAATGCCTGCAAGGTGCTGACCAGCCGTCCGGATGCTGTG

TCAGCGCTCCTCAGGAAGTTCGTCCGTACAGAGTGCCAACTGAAGGGCTTCTCTGAAGAGGGCATCCAACTGTACCTGAGAAAGCACCACCGGGAACCTG

GGGTGGCAGACCGCCTCATCCAGCTGATCCAAGCCACCTCAGCCCTGCATGGTTTGTGCCACCTCCCTGTCTTCTCTTGGATGGTGTCCAGATGCCACCG

GGAACTTTTGCTGCAGAACAGGGTCTTCCCAACAACCAGCACGGACATGTACCTCCTGATCCTGCAGCATTTCCTGCTGCATGCCTCCCCTCCGGACTCC

TCCCCACTCGGTCTGGGACCTGGACTCCTCCAAAGCCGGCTCTCCACCCTCCTGCACCTTGGCCACCTGGCTCTCCGGGGCCTGGCCATGAGCTGCTATG

TGTTCTCAGCCCAGCAGCTCCAGGCAGCTCAGGTTGACTCTGATGATATTTCTCTTGGTTTCCTGGTACGTGCCCAAAGTAGTGTGCCCGGGAGCAAGGC

GCCCCTGGAGTTCCTGCACATTACCTTCCAGTGCTTTTTTGCCGCTTTCTACTTGGCTGTCAGTGCTGACACGTCAGCGGCCTCTCTCAAGCACCTTTTC

AGCTGTGGCCGGCTGGGCAGCTCACTGCTGGGAAGGCTGCTGCCCAACCTGTGTATCCAGGGCTCCAGAGTCAAGAAGGGCAGCGAAGCAGCCCTGCTGC

AGAAGGCTGAGCCACACAACCTGCAGATCACAGCAGCCTTCCTAGCAGGTCTGTTGTCCCAGCAGCATCGGGACCTGTTGGCTGCATGCCAGATCTCCGA

GAGGGTGCTGCTCCAGCGTCAGGCACGTGCCCGCTCGTGTCTGGCCCACAGCCTCCGCGAGCACTTCCATTCCATCCCGCCTGCCGTGCCCGGTGAGAC

CAAGAGCATGCATGCTATGCCGGGCTTTATTTGGCTCATCCGGAGCCTGTACGAGATGCAGGAGGAGCAGTTGGCCCAGGAGGCTGTCCGTCGCTTGGAC

ATCGGGCACCTGAAGTTGACATTTTGCAGAGTGGGCCCTGCAGAGTGTGCTGCGCTGGCCTTTGTACTGCAACATCTCCAGCGGCCTGTGGCCCTACAGC

TGGATTACAACTCTGTGGGAGATGTCGGAGTGGAACAGCTGCGACCGTGCCTTGGGGTCTGCACAGCTCTGTATTTGCGAGATAACAATATCTCAGACCG

 M  R   S   S   C   C  D  M  C  S  

 Q  E   E   F   Q  A   Q  R   S   Q  L   V  A   L   L   I   S   G  S   L   E   G  F   E   S   I   L   D  W  L   L   S   W  

D  V  L   S   R   E   D  Y   E   G  L   S   L   P   G  Q  P   L   S   H  S   A   R   R   L   L   D  T   V  W  N  K  G  V

  W  G  C  Q  K  L   L   E   A   V  Q  E   A   Q  A   N  S   H  T   F   E   L   Y   G  S   W  D   T   H  S   L   H  P  

 T   R   D  L   Q  S   H  R   P   A   I   V  R   R   L   Y   N  H  V  E   A   M  L   E   L   A   R   E   G  G  F   L   S   

Q  Y   E   C   E   E   I   R   L   P   I   F   T   S   S   Q  R   A   R   R   L   L   D  L   A   A   V  K  A   N  G  L   A   A

  F   L   L   Q  H  V  R   E   L   P   A   P   L   P   L   P   Y   E   A   A   E   C   Q  K  F   I   S   K  L   R   T   M  V 

 L   A   Q  S   R   F   L   S   T   Y   D  G  S   E   N  L   C   L   E   D  I   Y   T   E   N  I   L   E   L   R   T   E   V  

G  T   A   G  A   L   Q  K  S   P   A   I   L   G  L   E   D  L   F   D  T   H  G  H  L   N  R  D  A   D  T   I   L   V

  V  G  E   A   G  S   G  K  S   T   L   L   Q  R   L   H  L   L   W  A   T   G  R   S   F   Q  E   F   L   F   I   F   P  

 F   S   C   R   Q  L   Q  C  V  A   K  P   L   S   L   R   T   L   L   F   E   H  C  C  W  P   D  V  A   Q  D  D  V  

F   Q  F   L   L   D  H  P   D  R   V  L   L   T   F   D  G  L   D  E   F   K  F   R   F   T   D  R   E   R   H  C  S   P

  I   D  P   T   S   V  Q  T   L   L   F   N  L   L   Q  G  N  L   L   K  N  A   C  K  V  L   T  S   R   P   D  A   V 

 S   A   L   L   R   K  F   V  R   T   E   C   Q  L   K  G  F   S   E   E   G  I   Q  L   Y   L   R   K  H  H  R   E   P   

G  V  A   D  R   L   I   Q  L   I   Q  A   T   S   A   L   H  G  L   C   H  L   P   V  F   S   W  M  V  S   R   C   H  R

  E   L   L   L   Q  N  R   V   F   P   T   T   S   T   D  M  Y   L   L   I   L   Q  H  F   L   L   H  A   S   P   P   D  S  

 S   P   L   G  L   G  P   G  L   L   Q  S   R   L   S   T   L   L   H  L   G  H  L   A   L   R   G  L   A   M  S   C   Y   

V  F   S   A   Q  Q  L   Q  A   A   Q  V  D  S   D  D  I   S   L   G  F   L   V  R   A   Q  S   S   V  P   G  S   K  A

  P   L   E   F   L   H  I   T   F   Q  C  F   F   A   A   F   Y   L   A   V  S   A   D  T   S   A   A   S   L   K  H  L   F  

 S   C   G  R   L   G  S   S   L   L   G  R   L   L   P   N  L   C   I   Q  G  S   R   V  K  K  G  S   E   A   A   L   L   

Q  K  A   E   P   H  N  L   Q  I   T   A   A   F   L   A   G  L   L   S   Q  Q  H  R   D  L   L   A   A  C  Q  I   S   E

  R   V  L   L   Q  R   Q  A   R   A   R   S   C   L   A   H  S   L   R   E   H  F   H  S   I   P   P   A   V   P   G  E   T

  K  S   M  H  A   M  P   G  F   I   W  L   I   R   S   L   Y   E   M  Q  E   E   Q  L   A   Q  E   A   V  R   R   L   D 

 I   G  H  L   K  L   T   F   C   R   V  G  P   A   E   C   A   A   L   A   F   V  L   Q  H  L   Q  R   P   V  A   L   Q  

L   D  Y   N  S   V  G  D  V  G  V  E   Q  L   R   P   C   L   G  V  C  T   A   L   Y   L   R   D  N  N  I   S   D  R

SgfI (6)
PvuI (7)

Psp1406I (203) HindIII (245)

KasI (535) AgeI (552) BspHI (568)

ScaI (1221)

BstEII (1365)

HpaI (1634)

Eco47III (1802)

XmaI (2286) KasI (2297)

BglII (2590)

BbrPI (2623)
BsrBI (2630)

NsiI (2706)

Bsp120I (2831)
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2001
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2301

2401

2501

2601

2700

2800

2900

1

11

44

77

111

144

177

211

244

277

311

344

377

411

444

477

511

544

577

611

644

677

710

744

777



AGGTGCCCGCACGCTGGTTGAGTGTGCTCTTCGCTGTGAGCAGCTGCAGAAACTAGCTCTCTTCAACAACAAACTCACGGATGCGTGCGCCTGCTCCATG

GCCAAGCTCCTTGCACACAAGCAGAACTTCTTGTCCCTGAGGGTGGGGAACAATCACATCACAGCCGCTGGAGCCGAGGTGCTGGCCCAGGGACTCAAGA

GCAACACCTCCCTGAAGTTCCTGGGGTTCTGGGGCAACAGCGTGGGTGATAAGGGCACCCAAGCCCTGGCTGAAGTTGTAGCCGACCACCAGAACCTAAA

GTGGCTCAGCTTGGTAGGAAACAACATTGGCAGCATGGGTGCCCAAGCCCTAGCACTGATGCTGGAGAAGAACAAGTCACTAGAGGAGCTCTGCCTAGAG

GAAAACCATATCTGTGACGAAGGGGTATATTCTCTCGCAGAAGGACTCAAGAGAAATTCAACTTTGAAATTCTTGAAACTGTCCAACAATGGCATCACCT

ACCGGGGTGCAGAAGCCCTCTTGCAGGCCCTCAGCAGGAACAGTGCCATTCTGGAGGTTTGGCTTCGAGGGAACACATTCTCTTTGGAGGAAATCCAAAC

ACTGAGCTCCAGGGACGCCAGACTCTTGTTGTGATGTCTCCGTTTGTGAGTGGACTGTAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGG

ACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTT

AACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCT

AAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAAT

GTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAA

TGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAG

ATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAG

CTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGT

CAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAA

GTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATC

TCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCT

GCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTG

GATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGA

GTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAAC

CGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGG

TCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGC

AGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCG

TTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCG

TAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGA

CTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGG

GAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCC

CGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGA

GCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAG

TTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAA

AAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTA

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A   Y   D

  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D  F  

 D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H  V  A   S   I   I   

E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L   D  Q

  Q  S   I   N  F   T   K  M 

  G  A   R   T   L   V  E   C   A   L   R   C   E   Q  L   Q  K  L   A   L   F   N  N  K  L   T   D  A   C  A   C  S   M 

 A   K  L   L   A   H  K  Q  N  F   L   S   L   R   V  G  N  N  H  I   T   A   A   G  A   E   V  L   A   Q  G  L   K  

S   N  T   S   L   K  F   L   G  F   W  G  N  S   V  G  D  K  G  T   Q  A   L   A   E   V  V  A   D  H  Q  N  L   K

  W  L   S   L   V  G  N  N  I   G  S   M  G  A   Q  A   L   A   L   M  L   E   K  N  K  S   L   E   E   L   C   L   E  

 E   N  H  I   C   D  E   G  V  Y   S   L   A   E   G  L   K  R   N  S   T   L   K  F   L   K  L   S   N  N  G  I   T   

Y   R   G  A   E   A   L   L   Q  A   L   S   R   N  S   A   I   L   E   V  W  L   R   G  N  T   F   S   L   E   E   I   Q  T

  L   S   S   R   D  A   R   L   L   L   • 

NheI (3658)

HpaI (3796)

EcoRI (3892)

SspI (4131) SwaI (4145)

StuI (4570)

AseI (4778)

SpeI (4933)

SnaBI (5061)

NdeI (5166)

SdaI (5344)
PacI (5352)

ApaLI (5676)

PacI (6092)

3000

3100

3200
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3500

3600
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4800

4900
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5100

5200

5300
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5700
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5900

6000

141

108

75

41

8

810

844

877

910

944

977

1010



ACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAA
CAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

SwaI (6101) NotI (6111)
EagI (6112)
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