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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Nrul (565)
Agel (552) BspLUI11I (560) BStEII (577)

501 CTGAGATCACCGGTCAACATGTCGCGAGCAGCGGGTCACCGTCCAGGGCTGTCCGC
= 1*M S R A A GHURUPGL S A
601 AGGACAATTGGCTGCTGCAACCGCATCTCCTCTCCTGTCACTGCTGCTGCTGCTCGCCTGCTGTGCAGACGCTTGCAAAGGTGTGCCAATATCACCTCAA

3 G Q LAAATASUPLTLT STULTLTLTLTLACCADATCTKTGVTZPI1ISZPAQ

HindlII (746)
BspHI (741) Stul (778)

701 AGATTGCAGCCAGAACAAGAACTACAATTGTGGAATGAGATTCATGAAGCTTGTGCGTCCTTTCTGTCCATTGATTCCAGGCCTCAGGCATCTGTTGCAC

47" R L Q P EQ E LQ LWNTE I HEACAS ST FTLS S IDSRTPQATSVA
801 TGAGGGAGCTTTGCCGTATAGTGATGGAGATTTCCCAGAAGCCTCAGGAACAAAGTGAGAAAGATAATACTAAGAGGTTCTTATTTCACTATTCAAAGAC

8L R E L C R I VM E I SQK PQ EQ S EKUDNTI KT RTFTLTFHYSKT

Pstl (949) Xmnl (984)
901 ACAGAAGTTGGGAAATTCAAATGTTGTGTCCTCTGTTGTGCATCCGTTGCTGCAGCTCGTCCCTCAACTGCATGAGAGAAGAATGAAGAGATTCAAAGCA
13 Q K L G N S NV V S SV VHZPTLTILO QLY PQTLHTET RT RMEKT RTFTIKA
Msel (1093)
Nhel (1087)

1001 GAATACCAGAGTCCTTCCGTGGGTCAAAGTAAGGGATACTTTTTATTCAGGCCACGCAACGGGAAGAGGTCAACAAGTTTCATTTAAGCTAGCTGGCCAG
147 E Y Q S P SV GQ SK G VY FLTFR RTPRNGIE KT RTSTSF | o  —
1101 ACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGT

Hpal (1225)
1201 AACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAA

EcoRI (1321)
1301 AACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAA
- -

1401 GGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAA

Sapl (1503) Sspl (1560) Swal (1574)
1501 CTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAA

Eco01091 (1635)
1601 TAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAA

1701 ATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCA
4444 ¢ N R T Y K L P I L E E I T T KV LKGNM E
Sacl (1835) BstXI (1864)
1801 ATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGG
1717741 LV F C D P A YD S I L ERCMGTC®PSVV R I SRDVTETDSYF?P
Stul (1999)
1901 GGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTA
844 H RV AV | T D FDJ KO QGNSVASG I A I1TATEACVTVURG I Y
2001 GGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCA
514 A E | HV A S I I EGTIKTQ R ITAAGVHUHIEKNINDTETYTLMT I K E
BbsI (2145)
Xmnl (2141)
2101 GTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTAT
74T A 'V E V L E LD QQ S I N F T K M-
Asel (2207) Sacl (2264)
2201 GCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCC
-




Spel (2362)
2301 TACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTG
-

SnaBI (2490)
2401 GAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATG

Ndel (2595)
2501 TACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATAT

2601 GATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGT

Pacl (2781)
Pstl (2774)
Sdal (2773) BspLUL1I (2791)
2701 CATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAG
-y

2801 CAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTC

2901 AAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACC

3001 GGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGG

ApalLlI (3105)
3101 GCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGC

3201 AGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTA

3301 TTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTG

3401 TTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTA

Eagl (3541)
Pacl (3521) Swal (3530) NotI (3540)
3501 AGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAAT

3601 CGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTA
3701 TCGAA
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