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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Pspl14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
Kasl (535) Agel (552) PshAI (590)
501 CTGAGATCACCGGTCATCATGATGGACTTGGAGTTGCCACCGCCAGGACTACAGTC
- iI* M M DL E L P P P G L QS
BsaBI (618) BglIl (645) PshAI (673)
601 CCAGCAGGACATGGATTTGATTGACATCCTTTGGAGGCAAGACATAGATCTTGGAGTAAGTCGAGAAGTGTTTGACTTTAGTCAGCGACAGAAGGACTAT
13 Q Q bM DL I DI LWRQD I DL GV S REVFDTFSQRQKTDY
Stul (764)

701 GAGCTGGAAAAACAGAAAAAACTCGAAAAGGAAAGACAAGAGCAACTCCAGAAGGAACAGGAGAAGGCCTTTTTCGCTCAGTTTCAACTGGATGAAGAAA
47 E L E K Q K K L E K E R Q E QL QKE QEKATFTFAQF QL DTEE

NgoMIV (822) BamHI (853)
801 CAGGAGAATTCCTCCCAATTCAGCCGGCCCAGCATATCCAGACAGACACCAGTGGATCCGCCAGCTACTCCCAGGTTGCCCACATTCCCAAACAAGATGC
80T G E F L P 1 QP A QH 1T QTDTSGSASYSOQVAUHTIUPI KT QDA

EcoRV (976)
901 CTTGTACTTTGAAGACTGTATGCAGCTTTTGGCAGAGACATTCCCATTTGTAGATGACCATGAGTCGCTTGCCCTGGATATCCCCAGCCACGCTGAAAGT
113 L Y F E D C M QL L AETTFUPTFVDDHETSLALUDTI P S HATES
1001 TCAGTCTTCACTGCCCCTCATCAGGCCCAGTCCCTCAATAGCTCTCTGGAGGCAGCCATGACTGATTTAAGCAGCATAGAGCAGGACATGGAGCAAGTTT
147 S V. F T AP H QA Q S L NS SLEAAMTUDTULSS 1 EQDWMTEQV
1101 GGCAGGAGCTATTTTCCATTCCCGAATTACAGTGTCTTAATACCGAAAACAAGCAGCTGGCTGATACTACCGCTGTTCCCAGCCCAGAAGCCACACTGAC
180kW Q E L F S I P E L Q CL NTENIKA QLADTTAVU®PS?PEATTLT
Clal (1230)
1201 AGAAATGGACAGCAATTACCATTTTTACTCATCGATCTCCTCGCTGGAAAAAGAAGTGGGCAACTGTGGTCCACATTTCCTTCATGGTTTTGAGGATTCT
213 EM D S NY HF Y S S I S SLEKEVGNTZ CGZPHTFTLHGTFEDS
1301 TTCAGCAGCATCCTCTCCACTGATGATGCCAGCCAGCTGACCTCCTTAGACTCAAATCCCACCTTAAACACAGATTTTGGCGATGAATTTTATTCTGCTT
247" F S S I L S T DDA S QLTS SULWDSNZPTILNTUDTFGTDTETF Y SA
Sphl (1427)
1401 TCATAGCAGAGCCCAGTGACGGTGGCAGCATGCCTTCCTCCGCTGCCATCAGTCAGTCACTCTCTGAACTCCTGGACGGGACTATTGAAGGCTGTGACCT
280kF | A E P S DGGSMUPSSAAI SQSLSEWLUWLWDSGTI EGTCTUDL
HindIII (1511)
1501 GTCACTGTGTAAAGCTTTCAACCCGAAGCACGCTGAAGGCACAATGGAATTCAATGACTCTGACTCTGGCATTTCACTGAACACAAGTCCCAGCCGAGCG
313 S L C K A F NP KHAEGTMETFNDSUDSGI!I SLNTSUPSRA
Dralll (1609)
1601 TCCCCAGAGCACTCCGTGGAGTCTTCCATTTACGGAGACCCACCGCCTGGGTTCAGTGACTCGGAAATGGAGGAGCTAGATAGTGCCCCTGGAAGTGTCA
347 S P E HS V ESS I Y GDU®PUPPGTFSDJ ST EMTETETLTUDSAZPGS V
1701 AACAGAACGGCCCTAAAGCACAGCCAGCACATTCTCCTGGAGACACAGTACAGCCTCTGTCACCAGCTCAAGGGCACAGTGCTCCTATGCGTGAATCCCA
380K Q N G P K A QP A HSPGDTUVQPLSPAQGHSAPMTR RTESAQ
1801 ATGTGAAAATACAACAAAAAAAGAAGTTCCCGTGAGTCCTGGTCATCAAAAAGCCCCATTCACAAAAGACAAACATTCAAGCCGCTTAGAGGCTCATCTC
413 C E N T T K K E VP V S P GH QKAPTFTIKUDI KHS S RLEAHIL
1901 ACACGAGATGAGCTTAGGGCAAAAGCTCTCCATATTCCATTCCCTGTCGAAAAAATCATTAACCTCCCTGTTGATGACTTCAATGAAATGATGTCCAAGG
447 T R D E L R A K A L H I P F PV EIK 1l I NLPVDUDTFNTEMMSK
2001 AGCAATTCAATGAAGCTCAGCTCGCATTGATCCGAGATATACGCAGGAGAGGTAAGAATAAAGTCGCCGCCCAGAACTGTAGGAAAAGGAAGCTGGAGAA
480¥E Q F N E A QL AL I R DI RRURGIKNIEKVAAQNTECR RIKT RIKTLEN
2101 CATTGTCGAGCTGGAGCAAGACTTGGGCCACTTAAAAGACGAGAGAGAAAAACTACTCAGAGAAAAGGGAGAAAACGACAGAAACCTCCATCTACTGAAA
513 I V E L E Q DL GHULKWDTE RTET KTILTILIZ RTEIZ KT GTENDI RNILHTLLK
Pstl (2284)

2201 AGGCGGCTCAGCACCTTGTATCTTGAAGTCTTCAGCATGTTACGTGATGAGGATGGAAAGCCTTACTCTCCCAGTGAATACTCTCTGCAGCAAACCAGAG
547" R R L S T L Y L E V F S ML R DEUDGIKU®PY S P S EY S L QQTR

Mscl (2388)

Nhel (2382)

2301 ATGGCAATGTGTTCCTTGTTCCCAAAAGCAAGAAGCCAGATACAAAGAAAAACTAGGTTCGGGAGGATGGAGCCTTTTCTGAGCTAGCTGGCCAGACATG
580D G N V F L V P K S K K P D T K K N e _—
2401 ATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCA

Hpal (2520) Mfel (2531)
2501 TTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCT

2601 CTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCAT
[ -




SapI (2798)
2701 AGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGC

SspI  (2855) Swal (2869)
2801 TCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAAT

EcoO0109T (2930)
2901 GTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGG

3001 ACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAG

4494 ¢ N R T Y K L P I L E E I T T K V L K G NME | L
Sacl (3130) BstXI (3159)
3101 CACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGC
1164 V F ¢ D P A Y DS I L ERCMSGT C®PSVVZ Rl SRDVETDSYPH

Stul (3294)

3201 CTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCT

824R V. A V | T D F DK QGNSUVASGIAI AEATCVTVRZ RGI Y ATE

3301 CAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGC

494 | H V A S I | E G T K TR I AAGVHUHIEKNIDTETVYTLMTI I KETA
XmnI (3436)

3401 GACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGA

164 V E VL E L DQQS I NF T K M-
Asel (3502) Sacl (3559)
3501 TGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCG
-y

Spel (3657)
3601 CCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGAC
-

SnaBI (3785)
3701 TTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTG

Ndel (3890)
3801 CCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATAC

3901 ACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTA

Pacl (4076)
PstI (4069)

Sdal (4068) BspLU111 (4086)
4001 TTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAA
-

4101 GGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTC

4201 AGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATA

4301 CCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGT

ApaLl (4400)
4401 GTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAG

4501 CCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGG

4601 TATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGC

4701 AAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGA

Eagl (4836)
Pacl (4816) Swal (4825) NotI (4835)
4801 TTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAA

4901 CTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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