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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGCCCCGGGCACCATGGCTGAGCATGGGGAGTCCTCCGAGGATCG

GATTTCTGAGATTGATTATGAATTTCTCCCCGAGCTCTCTGCTCTTCTCGGGGTGGATGCATTTCAGGTGGCAAAGAGCCAAGAAGAAGAAGAGCATAAA

GAACGGATGAAAATGAAGAAAGGTTTTAACTCACAGATGCGCAGTGAAGCCAAACGACTAAAGACCTTTGAGACCTATGACACGTTCAGATCATGGACGC

CACAGGAGATGGCAGCTGCTGGGTTTTACCACACAGGGGTGAGACTTGGCGTTCAGTGCTTTTGCTGTAGCTTGATCCTCTTTGGTAACAGCCTCAGGAA

GCTTCCCATAGAGAGACACAAGAAATTACGTCCGGAATGTGAGTTCCTTCAGGGCAAAGATGTTGGTAACATTGGCAAGTATGACATCCGGGTGAAGAGG

CCAGAGAAGATGCTGAGAGGTGGCAAAGCCAGGTACCATGAAGAGGAGGCCAGACTGGAGTCCTTTGAGGACTGGCCATTTTATGCCCATGGGACATCAC

CACGTGTACTCTCAGCAGCTGGCTTTGTCTTTACAGGTAAAAGGGACACTGTGCAGTGTTTCTCCTGTGGCGGAAGCTTGGGCAACTGGGAAGAAGGAGA

TGACCCCTGGAAGGAGCATGCCAAGTGGTTCCCCAAATGTGAATTTCTTCAAAGTAAGAAATCCTCAGAGGAAATTGCCCAGTATATTCAAAGCTACGAG

GGATTTGTTCATGTAACGGGAGAACATTTTGTGAAGTCCTGGGTCAGAAGAGAATTACCTATGGTATCAGCTTACTGCAATGACAGTGTCTTCGCTAATG

AAGAACTAAGGATGGACATGTTTAAGGACTGGCCCCAAGAATCACCTGTGGGTGTTGAAGCTCTAGTCAGAGCAGGCTTTTTCTACACTGGCAAAAAGGA

CATTGTCCGGTGTTTTTCCTGTGGAGGATGTTTGGAAAAGTGGGCAGAAGGTGACGACCCAATGGAAGATCACATCAAGTTTTTTCCCGAATGTGTATTT

CTTCAAACCTTGAAGTCCTCTGCAGAAGTAATTCCAACCCTTCAGAGCCAATATGCACTTCCAGAAGCCACGGAAACCACACGTGAAAGCAACCATGGTG

ATGCAGCAGCAGTTCATTCTACAGTGGTGGACTTGGGTAGGAGTGAAGCCCAGTGGTTTCAAGAGGCCAGGAGTCTGAGTGAGCAGCTAAGAGACAACTA

CACTAAAGCCACTTTCCGCCACATGAACTTGCCAGAAGTGTGCTCCAGCCTTGGCACTGACCACTTGCTCAGCTGCGATGTGTCCATCATTTCAAAGCAC

ATCAGCCAGCCTGTGCAAGAGGCCCTGACGATCCCCGAGGTCTTCTCCAATCTCAACTCTGTCATGTGTGTGGAGGGGGAAACTGGCAGTGGAAAGACAA

CCTTCCTGAAGAGGATAGCTTTTCTCTGGGCATCAGGATGCTGCCCCCTGTTGTACAGGTTCCAGCTGGTCTTCTATCTCTCCCTTAGTTCCATCACACC

AGATCAGGGACTGGCCAACATCATCTGTGCCCAACTCCTAGGGGCAGGAGGTTGCATTAGTGAAGTGTGTCTGAGCAGCAGCATCCAGCAGTTACAACAC

CAGGTGCTGTTCCTGTTGGATGACTACAGTGGGCTGGCCTCACTCCCCCAAGCCCTACACACACTGATTACAAAAAACTACTTGTCACGGACCTGCTTAT

TGATCGCTGTGCATACAAACAGGGTCAGAGACATCCGCCTATACCTAGGTACAAGTCTAGAGATCCAAGAGTTTCCCTTCTATAATACTGTCTCTGTATT

ACGGAAGTTTTTTTCACATGACATAATCTGTGTGGAAAAGCTTATAATTTACTTTATTGATAATAAAGATTTACAGGGAGTTTACAAGACCCCTCTCTTT

GTAGCAGCAGTATGTACTGACTGGATTCAAAATGCATCTGCCCAGGATAAATTTCAAGATGTGACACTTTTCCAGTCCTACATGCAATACCTGTCCTTAA

AATACAAAGCTACAGCTGAGCCTCTCCAGGCCACTGTGTCCTCATGTGGGCAGCTGGCCTTGACAGGGCTTTTCTCATCATGCTTTGAGTTCAATAGTGA

 M  A   E   H  G  E   S   S   E   D  R
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TGACCTGGCAGAGGCAGGAGTTGATGAAGATGAAAAGCTTACCACCCTCTTGATGAGCAAATTCACCGCCCAGAGACTGAGACCAGTCTACCGGTTTTTA

GGTCCTCTGTTCCAGGAGTTTCTTGCTGCCGTGAGGTTGACTGAACTCCTGAGTTCAGATAGGCAGGAAGACCAAGATCTTGGACTTTATTATTTGAGAC

AAATCGACTCACCTCTGAAGGCAATAAACTCCTTTAACATATTTTTGTATTATGTCTCCAGCCACTCTTCCTCAAAGGCAGCGCCAACAGTTGTATCTCA

TTTGCTTCAGTTGGTGGATGAGAAAGAGTCACTGGAGAACATGTCTGAAAATGAGGATTACATGAAGCTCCATCCACAAACTTTTCTATGGTTTCAGTTT

GTTAGAGGGTTGTGGCTGGTGTCTCCTGAATCTTCCTCTTCATTCGTTTCAGAACATTTATTGCGCCTTGCTCTAATCTTTGCTTATGAAAGCAACACAG

TTGCTGAATGCTCTCCATTTATTTTGCAATTCCTTCGAGGAAAAACACTGGCTTTAAGAGTACTGAATTTACAGTACTTTAGGGACCACCCAGAAAGCCT

GTTACTGTTGAGGAGCTTAAAGGTTTCCATAAATGGAAATAAAATGTCATCTTATGTAGATTATTCATTCAAGACATATTTTGAAAACTTACAGCCACCA

GCTATAGATGAGGAGTATACATCTGCCTTTGAGCATATAAGTGAATGGAGGAGAAATTTTGCTCAAGATGAGGAGATCATAAAAAACTATGAAAATATCC

GACCCAGAGCCCTACCAGACATCAGTGAAGGGTACTGGAAACTGTCCCCCAAGCCATGCAAGATCCCCAAGCTGGAAGTTCAAGTGAACAACACGGATGC

AGCAGATCAAGCACTGCTCCAGGTCCTCATGGAAGTCTTCTCAGCTTCACAGAGTATTGAGTTCCGTTTATTCAACAGCAGTGGCTTCCTTGAAAGCATC

TGCCCAGCTCTGGAGCTGAGTAAGGCCTCTGTCACCAAGTGTTCCATGTCCAGGCTGGAGCTCAGCAGAGCAGAACAGGAGCTGCTTCTCACCCTGCCTG

CCCTGCAGTCTCTCGAGGTCTCAGAGACAAACCAGTTACCAGAACAGCTCTTCCATAACTTGCACAAGTTCCTGGGCCTGAAAGAACTGTGTGTGAGACT

AGATGGCAAACCGAATGTGCTCTCAGTCCTTCCTAGAGAGTTCCCAAACCTCCTTCACATGGAGAAGTTATCCATCCAAACCTCCACGGAGTCTGACCTC

TCCAAACTAGTTAAATTCATCCAGAACTTTCCAAATCTCCATGTTTTCCATCTGAAATGTGATTTCCTTTCAAATTGTGAGTCTCTCATGGCTGTGCTTG

CTTCCTGCAAGAAACTCAGAGAGATTGAGTTTTCTGGACGATGCTTTGAAGCCATGACCTTTGTCAACATTTTGCCAAATTTTGTTTCTCTGAAGATACT

GAATCTTAAAGATCAACAATTTCCAGATAAGGAAACGTCAGAAAAGTTTGCCCAGGCTCTGGGTTCTCTCAGGAACCTGGAGGAACTGCTCGTTCCCACT

GGGGACGGGATTCACCAAGTGGCCAAACTGATTGTCCGGCAGTGTCTGCAGCTTCCGTGCCTCCGAGTTCTCACCTTTCACGACATCTTGGACGATGACA

GTGTGATTGAAATTGCCAGGGCGGCAACCAGTGGAGGTTTCCAGAAACTTGAGAACTTAGATATTTCCATGAATCACAAGATTACCGAGGAAGGATATAG

AAATTTCTTTCAAGCCCTGGACAACTTGCCAAACCTACAAGAGCTGAACATCTGCAGGAATATCCCAGGACGCATTCAAGTTCAGGCCACCACTGTCAAG

GCTCTGGGTCAATGTGTGTCCCGACTGCCCAGCCTCATCAGACTGCACATGCTCAGTTGGCTCCTGGATGAAGAGGACATGAAAGTGATTAATGATGTGA

AGGAAAGACATCCCCAGTCTAAACGCTTGATTATCTTCTGGAAATTGATAGTCCCATTCTCTCCTGTTATCCTGGAGTAAAGGATGCTCCTGAAGACTAC

TGACAGTTCAGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTG

ATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTT

ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTA

ACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCA

CCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTT

TTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATC

CCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGG

GGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGC

CACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGC

 •  N  R   T   Y   K  L   

P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A   Y   D  S   I   L   E   R   C   M  G

  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D  F   D  K  Q  G  N  S   V  A  

  D  L   A   E   A   G  V  D  E   D  E   K  L   T   T   L   L   M  S   K  F   T   A   Q  R   L   R   P   V  Y   R   F   L  

 G  P   L   F   Q  E   F   L   A   A   V  R   L   T   E   L   L   S   S   D  R   Q  E   D  Q  D  L   G  L   Y   Y   L   R   
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  L   L   Q  L   V  D  E   K  E   S   L   E   N  M  S   E   N  E   D  Y   M  K  L   H  P   Q  T   F   L   W  F   Q  F  

 V  R   G  L   W  L   V  S   P   E   S   S   S   S   F   V  S   E   H  L   L   R   L   A   L   I   F   A   Y   E   S   N  T   
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AGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCC

GCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCA

TGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGAC

GGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTC

CCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTAC

TGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGG

CGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCA

TTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCA

TTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTT

TTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC

CCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT

CACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAA

CTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACA

GAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTA

GCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTT

GATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATA

AAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGC
AAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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NdeI (6343)

SdaI (6521)
PacI (6529)

ApaLI (6853)

PacI (7269) SwaI (7278) NotI (7288)
EagI (7289)

5701

5801

5901

6001

6101

6201

6301

6401

6501

6601

6701

6801

6901

7001

7101

7201

7301
7401

67

33

0
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