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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Ncol (566)
Xmal (558)

501 CTGAGATCACCGGCCCCGGGCACCATGGCTGAGCATGGGGAGTCCTCCGAGGATCG

- 1M A E H G E S S E D R

Nsil (656)

601 GATTTCTGAGATTGATTATGAATTTCTCCCCGAGCTCTCTGCTCTTCTCGGGGTGGATGCATTTCAGGTGGCAAAGAGCCAAGAAGAAGAAGAGCATAAA
11k /| S E 1 DY E F L P EL SALL GVDATFQVAIK S QEEEE HK

Fspl (737)

701 GAACGGATGAAAATGAAGAAAGGTTTTAACTCACAGATGCGCAGTGAAGCCAAACGACTAAAGACCTTTGAGACCTATGACACGTTCAGATCATGGACGC
45 E R M KM K K G F NS QMU RSEAKU RLIKTT FETYUDTTFRSWT
Bsu36I (891)

801 CACAGGAGATGGCAGCTGCTGGGTTTTACCACACAGGGGTGAGACTTGGCGTTCAGTGCTTTTGCTGTAGCTTGATCCTCTTTGGTAACAGCCTCAGGAA
78P Q E M A A A GF Y HTGVU RLGVQCT FT CT CSUL I L FGNSJSTILRK

BspEI (930)
901 GCTTCCCATAGAGAGACACAAGAAATTACGTCCGGAATGTGAGTTCCTTCAGGGCAAAGATGTTGGTAACATTGGCAAGTATGACATCCGGGTGAAGAGG
111 L P | E R H K K L R P E C E F L QGKIDVGNIGIKYDI RV KR
Acc65I (1031) PshAI (1052) Ncol (1086)
1001 CCAGAGAAGATGCTGAGAGGTGGCAAAGCCAGGTACCATGAAGAGGAGGCCAGACTGGAGTCCTTTGAGGACTGGCCATTTTATGCCCATGGGACATCAC
145 P E K M L R G G K A R Y HEETEARILTESTFETDMWPTFYAUHGTS
BbrPI (1100)
1101 CACGTGTACTCTCAGCAGCTGGCTTTGTCTTTACAGGTAAAAGGGACACTGTGCAGTGTTTCTCCTGTGGCGGAAGCTTGGGCAACTGGGAAGAAGGAGA
178 P R VL S A A G F V F T G KR DTVQT CTFS ST CGS®GSLGNWTETETSGTD
Sphl (1215)
1201 TGACCCCTGGAAGGAGCATGCCAAGTGGTTCCCCAAATGTGAATTTCTTCAAAGTAAGAAATCCTCAGAGGAAATTGCCCAGTATATTCAAAGCTACGAG
211 D P W K E H A KWZF P K CEFUL QS KK S S EE I A QY I QS Y E
Tth1111 (1381)
1301 GGATTTGTTCATGTAACGGGAGAACATTTTGTGAAGTCCTGGGTCAGAAGAGAATTACCTATGGTATCAGCTTACTGCAATGACAGTGTCTTCGCTAATG
245 G F V H V T G E HF VK SWVURI RELUPMVSAYCNDSVF AN
Tth1111 (1498)

1401 AAGAACTAAGGATGGACATGTTTAAGGACTGGCCCCAAGAATCACCTGTGGGTGTTGAAGCTCTAGTCAGAGCAGGCTTTTTCTACACTGGCAAAAAGGA
278E E L R M DM F K DWZPQESUPVGVEALVURAGTFTFYTSGIKKD
1501 CATTGTCCGGTGTTTTTCCTGTGGAGGATGTTTGGAAAAGTGGGCAGAAGGTGACGACCCAATGGAAGATCACATCAAGTTTTTTCCCGAATGTGTATTT
311 | VvV R C F S C G G C L E K WA E G DODUPMETDU HII KFF P ECVF
BbrPI (1679) Ncol (1692)

1601 CTTCAAACCTTGAAGTCCTCTGCAGAAGTAATTCCAACCCTTCAGAGCCAATATGCACTTCCAGAAGCCACGGAAACCACACGTGAAAGCAACCATGGTG
345 L Q T L K S S A E V I P TLAQSQYALUPEATTETTRESNIHSG
1701 ATGCAGCAGCAGTTCATTCTACAGTGGTGGACTTGGGTAGGAGTGAAGCCCAGTGGTTTCAAGAGGCCAGGAGTCTGAGTGAGCAGCTAAGAGACAACTA
378D A A AV H S T VVDLGR S EAQWT FQEA AR SLSEI QL RDNY
1801 CACTAAAGCCACTTTCCGCCACATGAACTTGCCAGAAGTGTGCTCCAGCCTTGGCACTGACCACTTGCTCAGCTGCGATGTGTCCATCATTTCAAAGCAC

411 T K A T F R HMNULUPEVCSSLGTHD HLILSTCDVS I I S KH
1901 ATCAGCCAGCCTGTGCAAGAGGCCCTGACGATCCCCGAGGTCTTCTCCAATCTCAACTCTGTCATGTGTGTGGAGGGGGAAACTGGCAGTGGAAAGACAA
445 | S Q P V Q E AL T I PEVFSNLNSVMZCVESGTETSGSSGKT

BsrGI (2051)

2001 CCTTCCTGAAGAGGATAGCTTTTCTCTGGGCATCAGGATGCTGCCCCCTGTTGTACAGGTTCCAGCTGGTCTTCTATCTCTCCCTTAGTTCCATCACACC

478*T F L K R I A F L WA S GO CT C®PLILYZ RTFOQLVTFYLSLSSI TF®P
AvrII (2136)

2101 AGATCAGGGACTGGCCAACATCATCTGTGCCCAACTCCTAGGGGCAGGAGGTTGCATTAGTGAAGTGTGTCTGAGCAGCAGCATCCAGCAGTTACAACAC
51 D Q G L A N1 I CAQLLGAGSGTCI SEVC CLSSSI1T QQL QH
2201 CAGGTGCTGTTCCTGTTGGATGACTACAGTGGGCTGGCCTCACTCCCCCAAGCCCTACACACACTGATTACAAAAAACTACTTGTCACGGACCTGCTTAT
545 Q V L F L L DDY S GLASLZPI QALUHTLTI TIKNYTULSUZ RTTCL

Avtll (2343) Xbal (2355)

2301 TGATCGCTGTGCATACAAACAGGGTCAGAGACATCCGCCTATACCTAGGTACAAGTCTAGAGATCCAAGAGTTTCCCTTCTATAATACTGTCTCTGTATT
578 L I A V H T N R VR D I RL Y LGTJ SULETI QETFUPTFYNTVS VL
2401 ACGGAAGTTTTTTTCACATGACATAATCTGTGTGGAAAAGCTTATAATTTACTTTATTGATAATAAAGATTTACAGGGAGTTTACAAGACCCCTCTCTTT
611 R K F F S H D1l I CVEIKTULTI 1 Y F Il DNZKUDLI QGVYKTZ®PTLTF

Nsil (2531)

2501 GTAGCAGCAGTATGTACTGACTGGATTCAAAATGCATCTGCCCAGGATAAATTTCAAGATGTGACACTTTTCCAGTCCTACATGCAATACCTGTCCTTAA
645 V. A AV C T DW I QNA SAQDJIKTFQDVTLTFOQSYMOQYTLS.L
2601 AATACAAAGCTACAGCTGAGCCTCTCCAGGCCACTGTGTCCTCATGTGGGCAGCTGGCCTTGACAGGGCTTTTCTCATCATGCTTTGAGTTCAATAGTGA
678K Y K A T A E P L QATVSSCGOQLALTSGLTFSSTCTFTETFNSTD



Agel (2789)
2701 TGACCTGGCAGAGGCAGGAGTTGATGAAGATGAAAAGCTTACCACCCTCTTGATGAGCAAATTCACCGCCCAGAGACTGAGACCAGTCTACCGGTTTTTA
7117 D L A E A GV DEDE KL TTULULMSI KT FTAQRILI RPVYRFL
BglIl (2874)
BstXI (2871)

2801 GGTCCTCTGTTCCAGGAGTTTCTTGCTGCCGTGAGGTTGACTGAACTCCTGAGTTCAGATAGGCAGGAAGACCAAGATCTTGGACTTTATTATTTGAGAC
745 G P L F Q E F L AA VR L TETILULSSDIRI QEDAO QDULGTL Y Y LR
2901 AAATCGACTCACCTCTGAAGGCAATAAACTCCTTTAACATATTTTTGTATTATGTCTCCAGCCACTCTTCCTCAAAGGCAGCGCCAACAGTTGTATCTCA
778%Q | D S P L KA I NS F N1 F LYY VS SHSSSIKAAUPTVV SH
3001 TTTGCTTCAGTTGGTGGATGAGAAAGAGTCACTGGAGAACATGTCTGAAAATGAGGATTACATGAAGCTCCATCCACAAACTTTTCTATGGTTTCAGTTT
811 L L Q L VD E K E S L ENM S ENZEUDYMIKILHPQTTFL WTF QF
3101 GTTAGAGGGTTGTGGCTGGTGTCTCCTGAATCTTCCTCTTCATTCGTTTCAGAACATTTATTGCGCCTTGCTCTAATCTTTGCTTATGAAAGCAACACAG
845k VR G L WL V S P E S S S S F VS EHLTULU RLALI FAY ESNT

Scal (3258) Scal (3272)

3201 TTGCTGAATGCTCTCCATTTATTTTGCAATTCCTTCGAGGAAAAACACTGGCTTTAAGAGTACTGAATTTACAGTACTTTAGGGACCACCCAGAAAGCCT
878y A E C S P F I L Q F L R GIKTULALU RVLNLI QYT FRIDHTZPTES'L
3301 GTTACTGTTGAGGAGCTTAAAGGTTTCCATAAATGGAAATAAAATGTCATCTTATGTAGATTATTCATTCAAGACATATTTTGAAAACTTACAGCCACCA
911 L L L R S L K V.S I NG NIKM S S Y VDY SF K TYFENTLOQ®PTP

Bst11071 (3414)
3401 GCTATAGATGAGGAGTATACATCTGCCTTTGAGCATATAAGTGAATGGAGGAGAAATTTTGCTCAAGATGAGGAGATCATAAAAAACTATGAAAATATCC
945 A 1 D E E Y T S A F E H 1 S E WUR R NTFAQDE E I I K N Y E N
3501 GACCCAGAGCCCTACCAGACATCAGTGAAGGGTACTGGAAACTGTCCCCCAAGCCATGCAAGATCCCCAAGCTGGAAGTTCAAGTGAACAACACGGATGC
978*R P R A L P DI S E GY WKL S P KUWPCIK I P KULZEVQVNNTTDA
3601 AGCAGATCAAGCACTGCTCCAGGTCCTCATGGAAGTCTTCTCAGCTTCACAGAGTATTGAGTTCCGTTTATTCAACAGCAGTGGCTTCCTTGAAAGCATC
1011 A D Q A L L Q VL M E V F S A S QS 1 EFRULTFNSSGTF L E S
Stul (3722) XemI (3743)
3701 TGCCCAGCTCTGGAGCTGAGTAAGGCCTCTGTCACCAAGTGTTCCATGTCCAGGCTGGAGCTCAGCAGAGCAGAACAGGAGCTGCTTCTCACCCTGCCTG
1045 C P A L E L S K A S VT K OCSMSRLETULS SR RAEI QETLTULTULTTULU®P
Xhol (3811)
3801 CCCTGCAGTCTCTCGAGGTCTCAGAGACAAACCAGTTACCAGAACAGCTCTTCCATAACTTGCACAAGTTCCTGGGCCTGAAAGAACTGTGTGTGAGACT
1078 A L Q S L E V S E T N QL P E QL F HNULUHIKT FLGLIKTETLTCVRIL
3901 AGATGGCAAACCGAATGTGCTCTCAGTCCTTCCTAGAGAGTTCCCAAACCTCCTTCACATGGAGAAGTTATCCATCCAAACCTCCACGGAGTCTGACCTC
11112 D G K P NV L S VL P R E F P NL L HMEJ KILS 1T QTS TE S DL
Spel (4005)
4001 TCCAAACTAGTTAAATTCATCCAGAACTTTCCAAATCTCCATGTTTTCCATCTGAAATGTGATTTCCTTTCAAATTGTGAGTCTCTCATGGCTGTGCTTG
1145 S K L V K F 1 Q N F P N L HV F HL KTCDT FLSNZ CESLMAVL
PshAI (4155)
4101 CTTCCTGCAAGAAACTCAGAGAGATTGAGTTTTCTGGACGATGCTTTGAAGCCATGACCTTTGTCAACATTTTGCCAAATTTTGTTTCTCTGAAGATACT
1178 A S C K K L R E I E F S G R CFEAMTT FVNILUPNTFV S L K I L
4201 GAATCTTAAAGATCAACAATTTCCAGATAAGGAAACGTCAGAAAAGTTTGCCCAGGCTCTGGGTTCTCTCAGGAACCTGGAGGAACTGCTCGTTCCCACT
1211 N L K D Q Q F P DK E TS EKFAQALGSLRNLTETETLULVPT
BstAPI (4338)
4301 GGGGACGGGATTCACCAAGTGGCCAAACTGATTGTCCGGCAGTGTCTGCAGCTTCCGTGCCTCCGAGTTCTCACCTTTCACGACATCTTGGACGATGACA
1245* G D G | H Q VA KL I VRQCLAQLU®PCLA RVLTT FHTDI I L DUDTD
4401 GTGTGATTGAAATTGCCAGGGCGGCAACCAGTGGAGGTTTCCAGAAACTTGAGAACTTAGATATTTCCATGAATCACAAGATTACCGAGGAAGGATATAG
1278# S v.1 E I A R A AT S G GF QK LENWLDI SMNHIEKTI TETEGYR
4501 AAATTTCTTTCAAGCCCTGGACAACTTGCCAAACCTACAAGAGCTGAACATCTGCAGGAATATCCCAGGACGCATTCAAGTTCAGGCCACCACTGTCAAG
13112 N F F Q AL D NL P NL QE L N1T CRNIPGR I QVQATTVK
Asel (4687)
4601 GCTCTGGGTCAATGTGTGTCCCGACTGCCCAGCCTCATCAGACTGCACATGCTCAGTTGGCTCCTGGATGAAGAGGACATGAAAGTGATTAATGATGTGA

1345 A L G Q C V S R L P S L I R LHML SWULULUDTETEIDMMEKV I NIDV
4701 AGGAAAGACATCCCCAGTCTAAACGCTTGATTATCTTCTGGAAATTGATAGTCCCATTCTCTCCTGTTATCCTGGAGTAAAGGATGCTCCTGAAGACTAC
1378 K E R H P Q S K R L I I F WK L I VP F S P V I L E e

Nhel (4810)
4801 TGACAGTTCAGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTG

Hpal (4973) Mfel (4984)
4901 ATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTT

EcoRI (5069)
5001 ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTA
[ -

5101 ACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCA

5201 CCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTT

SspI  (5308) Swal (5322)
5301 TTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATC

5401 CCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGG
1414 ¢ N R T Y K L
5501 GGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGC
1334p | L E E | T T K VL K G NME I L VF CDU&PAYDS 1 L ERTCMG
BstXI (5612)
5601 CACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGC
1904 C P S V V R I S R D V E D S Y P HR VA V I T DFDJIKOGNS V A




Stul (5747)
5701 AGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCC
674 S G I A I A EA CV TVURGI YAETI HVASI 1 ESGTZIKTTR RII A
BspHI (5897)
5801 GCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCA
334A G V H H K NDE Y LM T I KETAVEUVTLTETLUDA QQSI I NFTIKM
Asel (5955)
5901 TGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGAC
04 = -

6001 GGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTC

Spel (6110)
6101 CCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTAC
—_—_— -

SnaBI (6238)
6201 TGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGG

Ndel (6343)
6301 CGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCA

6401 TTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCA

Pacl (6529)

Sdal (6521)
6501 TTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTT
-

6601 TTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC

6701 CCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT

ApaLI (6853)
6801 CACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAA

6901 CTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACA

7001 GAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTA

7101 GCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTT

Eagl (7289)
Pacl (7269) Swal (7278)  Notl (7288)
7201 GATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATA

7301 AAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGC
7401 AAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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