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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BspHI (560)
Kasl (535) Agel (552) BsrBI (595)

501 CTGAGATCACCGGTCATCATGACAATGAGATATGAAAACTTCCAGAACTTGGAGCG

- i* M T M R Y E NF Q N L E R
601 GGAAGAGAAAAACCAGGAGATGAGAAATGGTGACAAGAAAGGAGGAATGGAGTCTCCAAAGTTTGCTCTAATTCCTTCCCAGTCCTTCCTGTGGCGCATC
13 E E K NQ E MR NGD KK GGMESPKTFALI P S QS F L WR I

BamHI (772)
701 CTCTCTTGGACCCACCTCCTCCTGTTCTCCCTGGGCCTCAGCCTCCTGCTACTGGTGGTCATCTCCGTGATTGGATCCCAAAATTCCCAGTTAAGGAGGG
47 L S W T H L L L F S L GL S LLLULVVI SVI GS QNSA QLR RTR R
AvrIl (801) BstBI (886)

801 ACCTAGGCACCCTAAGAGCCATTTTAGACAACACCACCTCCAAGATAAAGGCTGAATTCCAGTCCCTGGACTCCAGGGCTGACAACTTCGAAAAAGGGAT
80D L G T L R A1 L DNTTSIK I KATETFIOQSLUDSTZ RADNTFEFE K G I

BstAPI (933)
901 CAGTTCTCTGAAAGTGGATGTGGAGGATCACAGGCAGGAACTGCAGGCAGGCCGAGACTTGAGCCAGAAGGTGACTTCTCTGGAGAGCACACTGGAGAAG
113 S S L K VD V E D HR QE L QAGRU DL SO QKVTSULESTTLTE K
BglII (1020) BsrGI (1044) Stul (1070) Mscl (1088)
1001 AGGGAGCAGGCTCTCAAAACAGATCTGTCTGATTTAACCGACCATGTACAACAGCTGGAGACAGACTTGAAGGCCTTGACGTGCCAGCTGGCCAACCTCA
147" R E Q AL K T DL SDLTDUHYQOQLETHUDTLI KALTT CROQLANIL
1101 AGAACAATGGCTCGGAAGTGGCCTGCTGCCCGCTTCACTGGACGGAGCATGAAGGCAGCTGCTATTGGTTCTCTGAGTCTGAGAAGTCGTGGCCTGAAGC
180K N N G S E VA C C P L HWTTEUHETGST CYWTFSESETZKSWTPTE A
NgoMIV (1211)
Scal (1205) Dralll (1228)
1201 TGACAAGTACTGCCGGCTGGAGAATTCTCACCTGGTGGTGGTCAACTCCCTGGAGGAGCAGAATTTTCTACAGAATCGCTTAGCCAATGTGCTTAGCTGG
213 D K Y C R L E NS HL VV VNS STILTETEU QNTFTILU QQNT RTLANVTLSW
Bspl120I (1321)
1301 ATGGGCCTAACGGACCAAAATGGGCCCTGGCGATGGGTGGATGGGACCGACTTTGACAAAGGTTTCAAGAATTGGAGGCCACTGCAGCCGGATAACTGGC
247" M G L T D Q NG P WU RWVDGTUDTFUDJZ KTGTFI KNWRUPLIGQPTUDNW

Ndel (1405) Tth111I (1462)
1401 ATGGACATATGCTAGGTGGAGGCGAGGACTGTGCCCACTTTTCTTACGATGGTCGTTGGAATGACGATGTCTGCCAGAGGCATTACCATTGGATCTGTGA
280kH G H M L G G G E D CAHT F S Y DGR RMWNUDUDVTZ CI QRHYHWI1I CE

Nhel (1561)
Xeml (1555)  Mscl (1567)
1501 AACAGAGCTGGGCAAAGCCAGCTCAGCCCACTCCCCACAACTTATAGCCTCAGTTCCATAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTT
313 T E L G KA S S A HSUP QLI A S V P e

Hpal (1699)
1601 GGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAG

Mfel (1710)
1701 TTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATT
-

1801 CTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCA
-

SapI (1977)
1901 ATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTA

Sspl  (2034) Swal (2048)
2001 AATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCC

2101 AGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCT

2201 AGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATA
494 ¢« N R T Y K L P I L E E I T T KV L KGN NMTETI L VF CDZFPA'Y
Sacl (2309) BstXI (2338)
2301 GTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCA
1094 D S | L E R CM G CP SV VR I SRDVETDSYUZPHRVAUVI TOD
Stul (2473)

2401 AAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGA
74F D K Q G NS VA S G I A Il AEACVTVZ RGI YATETIHVAS I
2501 TCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATC
424 E G T K T R 1 A A GV HHIKNDTETYTULMTI KETAVEVLTETLTD



BbsI (2619)

Xmnl (2615) Asel (2681)
2601 CTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCG
91 Q Q S I N F T K M == -

Sacl (2738)
2701 TGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCG

Spel (2836)
2801 GAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAA
e

SnaBI (2964)
2901 ACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAA

Ndel (3069)
3001 GGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGG

3101 GCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGT

Pacl (3255)

Sdal (3247) BspLUI1I (3265)
3201 CGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAAC
-

3301 CGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAG

3401 GACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTC

ApaLI (3579)
3501 GGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAG

3601 CCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCA

3701 GAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCC

3801 AGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGA

Pacl (3995)
3901 AAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAAT

Eagl (4015)
Swal (4004)  NotI (4014)

4001 TAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAA

4101 AACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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