
100

pUNO1-mMAP2K2
(4394 bp)

BsrS2
SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hEF1-HTLV prom

hCMV enh

hCMV prom

EM7

mMAP2K2 (MEK2)

SgfI (6)
PvuI (7)

MfeI (82)
EcoNI (96)

Psp1406I (203)
PvuII (239)
HindIII (245)

EcoNI (287)
Bsu36I (291)

KasI (535)
AgeI (552)
SphI (560)

Bsp120I (621)
KasI (643)

BstEII (816)
EagI (887)
FspI (893)

BsaBI (987)

BbsI (1060)

BstXI (1154)
BsrBI (1206)
PvuII (1213)
NcoI (1226)
BspLU11I (1259)
BsrBI (1270)

NcoI (1505)

BglII (1635)
AfeI (1670)

Eco47III (1670)

NheI (1776)

HpaI (1914)
MfeI (1925)

EcoRI (2010)
SspI (2249)

SwaI (2263)

BstXI (2553)

XmnI (2830)
BbsI (2834)

BspHI (2838)
AseI (2896)

SpeI (3051)

SnaBI (3179)

NdeI (3284)

SdaI (3462)
PacI (3470)

BspLU11I (3480)

ApaLI (3794)

PacI (4210)
SwaI (4219)

NotI (4229)
EagI (4230)

14L04v35



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCTGGCCCGGAGGAAGCCGGTGTTACCGGCACTCAC

TATCAACCCTACCATCGCCGAGGGCCCGTCCCCCACCAGCGAGGGCGCCTCTGAGGCAAACCTGGTGGACCTCCAGAAGAAGCTGGAAGAGCTGGACCTG

GATGAGCAGCAAAGGAAGCGGCTGGAGGCCTTCCTTACCCAGAAGGCTAAGGTCGGTGAGCTCAAGGACGACGACTTTGAGAGGATCTCAGAGCTGGGTG

CCGGCAATGGCGGAGTGGTCACCAAGGCCCGGCATAGGCCGTCAGGCCTCATCATGGCCAGAAAGCTGATCCACCTGGAGATCAAACCGGCCGTGCGCAA

CCAGATCATCCGGGAGCTGCAGGTGCTGCACGAGTGCAACTCGCCCTACATCGTGGGCTTCTATGGGGCCTTCTACAGCGACGGCGAGATCAGCATCTGC

ATGGAGCACATGGATGGTGGCTCACTGGACCAGGTACTGAAGGAGGCCAAGCGGATTCCTGAAGACATCTTGGGGAAGGTCAGCATTGCGGTGCTCCGGG

GCCTGGCCTACCTCCGAGAGAAGCACCAGATCATGCACAGAGATGTGAAGCCCTCCAACATCCTGGTGAACTCTCGCGGGGAGATTAAGCTGTGTGACTT

CGGGGTGAGCGGCCAGCTGATCGACTCCATGGCCAACTCGTTTGTAGGGACGCGCTCCTACATGTCCCCAGAGCGGCTGCAGGGCACCCACTACTCTGTG

CAGTCGGACATCTGGAGCATGGGGCTGTCGCTGGTGGAGCTGGCCATCGGGAGGTATCCCATTCCCCCACCTGATGCCAAGGAACTAGAGGCCAGCTTTG

GCCGGCCTGTGGTGGACGGGGCAGACGGAGAACCCCATAGTGTCTCCCCGAGGCCCAGGCCCCCTGGACGCCCCATCAGT GGTCATGGGATGGACAGCCG

ACCGGCCATGGCCATCTTTGAGCTGCTGGACTACATAGTGAACGAGCCACCTCCCAAGCTGCCCAGTGGTGTGTTCAGCTCAGACTTCCAGGAGTTTGTG

AATAAATGTCTCATTAAGAACCCAGCAGAGCGAGCAGATCTGAAGCTGCTGATGAACCACGCCTTCATCAAGCGCTCTGAGGGGGAGGAAGTGGACTTCG

CCGGCTGGCTGTGCAGAACCCTGCGGCTGAAGCAGCCCAGCACACCCACGCGGACTGCAGTGTGACAGCCAGCGCCGCTAGCTGGCCAGACATGATAAGA

TACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAA

GCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAA

ATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCAT

CAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCA

TTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTT

TATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCA

AGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAA

GCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACA

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F  
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SgfI (6)
PvuI (7)

MfeI (82) EcoNI (96)

Psp1406I (203) PvuII (239)
HindIII (245)

EcoNI (287)
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KasI (535) AgeI (552)
SphI (560)

Bsp120I (621) KasI (643)

BstEII (816) EagI (887)
FspI (893)

BsaBI (987)

BbsI (1060)

BstXI (1154)

BsrBI (1206)
PvuII (1213)

NcoI (1226) BspLU11I (1259)
BsrBI (1270)

NcoI (1505)

BglII (1635) AfeI (1670)
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NheI (1776)

HpaI (1914) MfeI (1925)

EcoRI (2010)

SspI (2249) SwaI (2263)
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1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

141

114

1

14

48
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114

148

181

214

248

281

314

348

381



GCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGT

GGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTC

CACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTA

ATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCAT

TTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGG

AAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAA

GTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTT

GATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGA

CGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGG

CCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAG

AGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACC

TGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGT

GCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCC

ACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTA

TCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAA

GCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATT

TTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACT

AACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

A   V  I   T   D  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H

  V  A   S   I   I   E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E  

 V  L   E   L   D  Q  Q  S   I   N  F   T   K  M 

XmnI (2830)
BbsI (2834)

BspHI (2838)

AseI (2896)

SpeI (3051)

SnaBI (3179)

NdeI (3284)

SdaI (3462)PacI (3470) BspLU11I (3480)

ApaLI (3794)

PacI (4210) SwaI (4219) NotI (4229)
EagI (4230)

2601

2701

2801

2901

3000

3099

3199

3299

3399

3497

3597

3697

3797

3897

3997

4097
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4297
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47
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