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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406] (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
401
Agel (552) BspHI (560)
501 CTGAGATCACCGGTCATCATGACCAAGGCCGGTAGCAAGGGCGGGAACCTCCGCGA

= 1*M T K A G S K GG N L RD
601 CAAGCTGGACGGCAATGAGCTGGACCTGAGCCTCAGCGACCTGAATGAAGTCCCCGTCAAGGAGCTGGCTGCACTTCCCAAGGCTACGGTATTGGATCTG
13 K L D G N E LD L SLSDTULNTEVT PVIKTETLAALTPIKATVLD.L
Scal (715) Pstl (781)
701 TCCTGCAATAAACTGAGTACTCTTCCGTCGGATTTCTGTGGCCTCACACACCTGGTAAAGCTGGACCTCAGCAAGAACAAGCTGCAGCAGCTACCCGCAG
47 S C N K L ST L P SDFCGLTMHTILVYVIKTLDTILTSTZ KNIEKTLGOQOQTLTZPA
Hpal (814) BStEII (852)
801 ACTTTGGCCGCCTGGTTAACCTTCAGCATTTGGATCTCCTCAACAACAGGCTGGTCACCCTGCCTGTCAGCTTTGCCCAGCTCAAGAATCTGAAGTGGCT
8D F G R L V N L QH LD LLNNU RLVYVYTILZPV SFAQLZEKNTLEKMW.L
Tth1111 (922) Mscl (932)
901 GGATCTGAAGGACAATCCCCTGGACCCTGTCCTGGCCAAGGTGGCAGGTGATTGCTTGGATGAGAAGCAATGTAAGCAGTGTGCAAACAAGGTGTTACAG
13 D L K D N P L D PV LAKVAGTDTECTLTDTETZKT QT CIKTI QCANTKUVLAQ
BsrBI (1033)
1001 CACATGAAGGCCGTGCAGGCAGATCAGGAACGAGAGCGGCAGCGCCGGCTGGAAGTGGAGCGAGAGGCAGAGAAGAAGCGTGAGGCCAAGCAGCAAGCTA
147 H M K AV Q ADQ E R ER QR RR RTLTEVTETRTEATETZ KT KT RTEATE KT GQQA
SgrAl (1153)
1101 AGGAAGCGAAGGAGCGCGAGCTGCGGAAGCGGGAGAAGGCGGAGGAGAAGGAGCGCCGGCGGAAGGAGTATGACGCTCAGAAGGCGTCCAAGCGGGAGCA
180K E A K E R E L R K R E K A E EK E R RRIKTETYDAG QI KA ATSTK K RENQ
1201 AGAGAAGAAGCCTAAGAAAGAGGCAAACCAGGCCCCGAAATCGAAGTCTGGCTCTCGTCCTCGCAAGCCACCACCCCGAAAACACACTCGCTCCTGGGCT
2138 E K K P K K EANQA AU PEK SKSGSRPURIKT PPPRIKTHTI RSWA
1301 GTGCTGAAGGTGTTGCTGTTGCTCCTGCTGCTGTGTGTAGCAGGAGGGCTGGTTGTATGCCGGGTGACAGGGCTGCACCAGCAGCCCCTCTGCACCAGCG
247 V L K V L L L LLLLCVAGGTLVYVYVYCRVYTGILHOQQZPTLTCTS

Mscl (1492)
BspHI (1440) Nhel (1486)
1401 TGAACACCATCTACGACAATGCGGTCCAGGGCCTGCGTCATCATGAGATCCTCCAGTGGGTCCTGCAAACCGACTCCCAGCAGTGAGCTAGCTGGCCAGA

280V N T | YD NAV QG L RHHE I LQWV LQTD S QQ e e
1501 CATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTA

Hpal (1624)  Mfel (1635)
1601 ACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAA

EcoRI (1720)
1701 ACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAG
> el

1801 GCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAAC

Sapl (1902) Sspl (1959) Swal (1973)
1901 TAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAAT

2001 AAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAA

2101 TTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAA

414 ¢« N R T Y K L P I L E E I T T K V L K G N M E |

Sacl (2234) BstXI (2263)
2201 TGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGG
11774 LV F C D P A YD S I L ERCMGTCUPSVVUR I SRDVETDTSYF?P
Stul (2398)

2301 GTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAG
844 H RV AV I T D FDZKG QGNZSVASGTIATITAEATCVYVYTVTU RG I Y
2401 GCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAG
S04A E | HV A S | | EGT K TR I A AGVHHIKNDEYLMT I K ET




Bbsl (2544)
Xmnl (2540)
2501 TGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATG
174 AV E V L E LD QQ S I N F T K M-
Asel (2606) Sacl (2663)
2601 CCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCT
el

Spel (2761)
2701 ACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGG
-

SnaBI (2889)
2801 AGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGT

Ndel (2994)
2901 ACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATG

3001 ATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTC

Pacl (3180)
Pstl (3173)
Sdal (3172) BspLUI1I (3190)
3101 ATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGC
-

3201 AAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCA

3301 AGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCG

3401 GATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGG

ApaLlI (3504)
3501 CTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA

3601 GCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

3701 TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGT

3801 TTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAA

Eagl (3940)
Pacl (3920) Swal (3929) NotI (3939)
3901 GGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATC

4001 GTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTAT
4101 CGAA
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