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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCATCATGAGAGGCGCTCGCGGCGCCTGGGATCTGCTCTGCGT

CCTGTTGGTCCTGCTCCGTGGCCAGACAGCCACGTCTCAGCCATCTGCAAGTCCAGGGGAGCCGTCTCCGCCATCCATCCATCCAGCACAATCAGAGTTA

ATAGTTGAAGCTGGCGACACCCTCAGCCTGACGTGCATTGATCCCGACTTTGTCAGATGGACTTTCAAGACCTATTTCAATGAAATGGTTGAGAATAAAA

AAAATGAATGGATCCAGGAAAAAGCCGAGGCCACTCGCACGGGCACATACACGTGCAGCAACAGCAATGGCCTCACGAGTTCTATTTACGTGTTTGTTAG

AGATCCTGCCAAACTTTTCCTGGTTGGCCTTCCCTTGTTTGGCAAAGAAGACAGCGACGCGCTGGTCCGCTGCCCTCTGACAGACCCACAGGTGTCCAAT

TATTCCCTCATCGAGTGTGATGGGAAATCTCTCCCCACGGACCTGACGTTTGTCCCAAACCCCAAGGCTGGCATCACCATCAAAAACGTGAAGCGCGCCT

ACCACCGGCTCTGTGTCCGCTGTGCTGCTCAGCGTGACGGTACATGGCTGCATTCTGACAAATTCACCCTCAAAGTGCGGGCAGCCATCAAGGCTATCCC

TGTTGTGTCTGTGCCTGAAACAAGTCACCTCCTTAAGAAAGGGGACACATTTACGGTGGTGTGCACCATAAAAGATGTGTCTACATCCGTGAACTCCATG

TGGCTAAAGATGAACCCTCAGCCTCAGCACATAGCCCAGGTAAAGCACAATAGCTGGCACCGGGGTGACTTCAATTATGAACGCCAGGAGACGCTGACTA

TCAGCTCGGCAAGAGTTGACGATTCTGGAGTGTTCATGTGTTATGCCAATAATACTTTTGGATCAGCAAATGTCACAACAACCTTGAAAGTAGTAGAAAA

AGGATTCATCAACATCTCCCCTGTGAAGAACACTACAGTATTTGTAACCGATGGAGAAAACGTAGATTTGGTTGTTGAATACGAGGCCTACCCCAAACCC

GAGCACCAGCAGTGGATATATATGAACAGGACCTCGGCTAACAAAGGGAAGGATTATGTCAAATCTGATAACAAAAGCAACATCAGATATGTGAACCAAC

TTCGCCTGACCAGATTAAAAGGCACAGAAGGAGGCACTTATACCTTTCTGGTGTCCAACTCTGATGCCAGTGCTTCCGTGACATTCAACGTTTACGTGAA

CACAAAACCAGAAATCCTGACGTACGACAGGCTCATAAATGGCATGCTCCAGTGTGTGGCAGAGGGATTCCCGGAGCCCACAATAGATTGGTATTTTTGT

ACAGGAGCAGAGCAAAGGTGTACCACTCCTGTCTCACCAGTGGACGTACAGGTCCAGAATGTATCTGTGTCACCATTTGGAAAACTGGTGGTTCAGAGTT

CCATAGACTCCAGCGTCTTCCGGCACAACGGCACGGTGGAGTGTAAGGCCTCCAACGATGTGGGCAAGAGTTCCGCCTTCTTTAACTTTGCATTTAAAGG

TAACAACAAAGAGCAAATCCAGGCCCACACTCTGTTCACGCCGCTGCTCATTGGCTTTGTGGTCGCAGCTGGCGCGATGGGGATCATTGTGATGGTGCTC

ACCTACAAATATTTGCAGAAACCCATGTATGAAGTACAATGGAAGGTTGTCGAGGAGATAAATGGAAACAATTATGTTTACATAGACCCGACGCAACTTC

CTTATGATCACAAATGGGAGTTTCCCAGAAACAGGCTGAGTTTTGGAAAGACATTGGGAGCTGGTGCCTTCGGGAAGGTCGTTGAGGCCACTGCATATGG

CTTGATTAAGTCGGATGCTGCCATGACAGTTGCCGTGAAGATGCTCAAACCAAGTGCCCATTTAACAGAAAGAGAGGCCCTAATGTCGGAACTGAAGGTC

CTGAGCTACCTGGGCAATCACATGAATATTGTGAACCTGCTTGGCGCATGCACGGTGGGAGGGCCCACCCTGGTCATTACAGAATATTGTTGCTATGGTG

ATCTTTTGAATTTTTTGAGAAGGAAGCGTGACTCGTTTATTTTCTCAAAGCAAGAAGAGCAGGCAGAAGCGGCACTTTATAAGAACCTTCTGCACTCAAC

GGAGCCTTCCTGTGACAGTTCAAATGAATATATGGACATGAAGCCTGGCGTTTCCTACGTGGTGCCAACCAAGACAGACAAGAGGAGATCCGCAAGAATA

GACTCGTACATAGAAAGAGACGTGACTCCTGCCATCATGGAAGATGACGAGCTGGCTCTGGACCTGGATGATTTGCTGAGCTTCTCCTACCAGGTGGCCA

 M  R   G  A   R   G  A   W  D  L   L   C   V

  L   L   V  L   L   R   G  Q  T   A   T   S   Q  P   S   A   S   P   G  E   P   S   P   P   S   I   H  P   A   Q  S   E   L  

 I   V  E   A   G  D  T   L   S   L   T   C   I   D  P   D  F   V  R   W  T   F   K  T   Y   F   N  E   M  V  E   N  K  

K  N  E   W  I   Q  E   K  A   E   A   T   R   T   G  T   Y   T   C  S   N  S   N  G  L   T   S   S   I   Y   V  F   V  R

  D  P   A   K  L   F   L   V  G  L   P   L   F   G  K  E   D  S   D  A   L   V  R   C   P   L   T   D  P   Q  V  S   N 

 Y   S   L   I   E   C   D  G  K  S   L   P   T   D  L   T   F   V  P   N  P   K  A   G  I   T   I   K  N  V  K  R   A   

Y   H  R   L   C   V  R   C   A   A   Q  R   D  G  T   W  L   H  S   D  K  F   T   L   K  V  R   A   A   I   K  A   I   P

  V  V  S   V  P   E   T   S   H  L   L   K  K  G  D  T   F   T   V  V  C  T   I   K  D  V  S   T   S   V  N  S   M 

 W  L   K  M  N  P   Q  P   Q  H  I   A   Q  V  K  H  N  S   W  H  R   G  D  F   N  Y   E   R   Q  E   T   L   T   

I   S   S   A   R   V  D  D  S   G  V  F   M  C  Y   A   N  N  T   F   G  S   A   N  V  T   T   T   L   K  V  V  E   K

  G  F   I   N  I   S   P   V  K  N  T   T   V  F   V  T   D  G  E   N  V  D  L   V  V  E   Y   E   A   Y   P   K  P  

 E   H  Q  Q  W  I   Y   M  N  R   T   S   A   N  K  G  K  D  Y   V  K  S   D  N  K  S   N  I   R   Y   V  N  Q  

L   R   L   T   R   L   K  G  T   E   G  G  T   Y   T   F   L   V  S   N  S   D  A   S   A   S   V  T   F   N  V  Y   V  N

  T   K  P   E   I   L   T   Y   D  R   L   I   N  G  M  L   Q  C  V  A   E   G  F   P   E   P   T   I   D  W  Y   F   C  

 T   G  A   E   Q  R   C   T   T   P   V  S   P   V  D  V  Q  V  Q  N  V  S   V  S   P   F   G  K  L   V  V  Q  S   

S   I   D  S   S   V  F   R   H  N  G  T   V  E   C   K  A   S   N  D  V  G  K  S   S   A   F   F   N  F   A   F   K  G

  N  N  K  E   Q  I   Q  A   H  T   L   F   T   P   L   L   I   G  F   V  V   A   A   G  A   M  G  I   I   V  M  V  L  

 T   Y   K  Y   L   Q  K  P   M  Y   E   V  Q  W  K  V  V  E   E   I   N  G  N  N  Y   V  Y   I   D  P   T   Q  L   

P   Y   D  H  K  W  E   F   P   R   N  R   L   S   F   G  K  T   L   G  A   G  A   F   G  K  V  V  E   A   T   A   Y   G

  L   I   K  S   D  A   A   M  T   V  A   V  K  M  L   K  P   S   A   H  L   T   E   R   E   A   L   M  S   E   L   K  V 

 L   S   Y   L   G  N  H  M  N  I   V  N  L   L   G  A   C  T   V  G  G  P   T   L   V  I   T   E   Y  C   C  Y   G  

D  L   L   N  F   L   R   R   K  R   D  S   F   I   F   S   K  Q  E   E   Q  A   E   A   A   L   Y   K  N  L   L   H  S   T

  E   P   S   C   D  S   S   N  E   Y   M  D  M  K  P   G  V  S   Y   V  V  P   T   K  T   D  K  R   R   S   A   R   I  

 D  S   Y   I   E   R   D  V  T   P   A   I   M  E   D  D  E   L   A   L   D  L   D  D  L   L   S   F   S   Y   Q  V  A   
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AGGGCATGGCGTTCCTCGCCTCCAAGAATTGTATTCACAGAGATTTGGCAGCCAGGAATATCCTCCTCACTCACGGGCGGATCACAAAGATTTGCGATTT

CGGGCTAGCCAGAGACATCAGGAATGATTCGAATTACGTGGTCAAAGGAAATGCACGACTGCCCGTGAAGTGGATGGCACCAGAGAGCATTTTCAGCTGC

GTGTACACATTTGAAAGTGATGTCTGGTCCTATGGGATTTTCCTCTGGGAGCTCTTCTCCTTAGGAAGCAGCCCCTACCCAGGGATGCCGGTCGACTCCA

AGTTCTACAAGATGATCAAGGAAGGCTTCCGGATGGTCAGCCCGGAGCACGCGCCTGCCGAAATGTATGACGTCATGAAGACTTGCTGGGACGCTGACCC

CTTGAAAAGGCCAACATTCAAGCAGGTTGTCCAACTTATTGAGAAGCAGATCTCGGACAGCACCAAGCACATTTACTCCAACTTGGCAAACTGCAACCCC

AACCCAGAGAACCCCGTGGTGGTGGACCATTCCGTGAGGGTCAACTCGGTGGGCAGCAGCGCCTCTTCTACGCAGCCCCTGCTCGTGCACGAAGATGCCT

GAGCAGAAACCCAAGTCCAACAGGCTTTGCTGCTGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGT

GAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAA

CAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGG

AATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTT

GCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGT

TTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGA

ATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGC

TTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAG

CATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGT

GTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAG

ATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCA

GATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAAC

AGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGG

GGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAG

TCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCC

ATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAA

GTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGG

GGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAG

GAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCG

ACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCC

CTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGT

TCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATT

AGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGA

AGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCG

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A

  Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T  

 D  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H  V  A   S   

I   I   E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L
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K  F   Y   K  M  I   K  E   G  F   R   M  V  S   P   E   H  A   P   A   E   M  Y   D  V  M  K  T   C  W  D  A   D  P

  L   K  R   P   T   F   K  Q  V  V  Q  L   I   E   K  Q  I   S   D  S   T   K  H  I   Y   S   N  L   A   N  C  N  P  

 N  P   E   N  P   V  V  V  D  H  S   V  R   V  N  S   V  G  S   S   A   S   S   T   Q  P   L   L   V  H  E   D  A   

• 
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CAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGT

TAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCA
TCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

PacI (5999)

SwaI (6008) NotI (6018)
EagI (6019)
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