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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BspHI (560)
Agel (552)

501 CTGAGATCACCGGTCATCATGAGAGGCGCTCGCGGCGCCTGGGATCTGCTCTGCGT

- 1M R G AR GA WUDL L C V

Mscl (618)

601 CCTGTTGGTCCTGCTCCGTGGCCAGACAGCCACGTCTCAGCCATCTGCAAGTCCAGGGGAGCCGTCTCCGCCATCCATCCATCCAGCACAATCAGAGTTA
13 L L VLLRGAQTATSQPSASU®PGE®PS®PPS I HPAA QSEL

Tth1111 (745)
701 ATAGTTGAAGCTGGCGACACCCTCAGCCTGACGTGCATTGATCCCGACTTTGTCAGATGGACTTTCAAGACCTATTTCAATGAAATGGTTGAGAATAAAA
47* | VE A GD T L S L TOC I DPDTFVRWTTFIKTYTFNTEMVENK

BamHI (809) BbrPI (849)
801 AAAATGAATGGATCCAGGAAAAAGCCGAGGCCACTCGCACGGGCACATACACGTGCAGCAACAGCAATGGCCTCACGAGTTCTATTTACGTGTTTGTTAG

80K N E W Il Q E KA EATRTGTYTT CSNSNGTLTSS I Y VF VR

XemlI  (908)
901 AGATCCTGCCAAACTTTTCCTGGTTGGCCTTCCCTTGTTTGGCAAAGAAGACAGCGACGCGCTGGTCCGCTGCCCTCTGACAGACCCACAGGTGTCCAAT
113 D P A K L F L V G L P L F GKEDJSUDATLVRT CPLTDZPAOQV SN

PshAI (1044) BssHII (1092)

1001 TATTCCCTCATCGAGTGTGATGGGAAATCTCTCCCCACGGACCTGACGTTTGTCCCAAACCCCAAGGCTGGCATCACCATCAAAAACGTGAAGCGCGCCT
147 Y S L | E C D G K S L P TDLTTFUVPNZPIKAGI TI KNVEZKRA
1101 ACCACCGGCTCTGTGTCCGCTGTGCTGCTCAGCGTGACGGTACATGGCTGCATTCTGACAAATTCACCCTCAAAGTGCGGGCAGCCATCAAGGCTATCCC
189y H R L C VR C A A QR DGTWULHSODTI KT FTLIKVZ RAAIIKATIP
1201 TGTTGTGTCTGTGCCTGAAACAAGTCACCTCCTTAAGAAAGGGGACACATTTACGGTGGTGTGCACCATAAAAGATGTGTCTACATCCGTGAACTCCATG
213 V V. S V P E T S HL L KJKGWDTT FTVVCTI KDVSTSVNSM
1301 TGGCTAAAGATGAACCCTCAGCCTCAGCACATAGCCCAGGTAAAGCACAATAGCTGGCACCGGGGTGACTTCAATTATGAACGCCAGGAGACGCTGACTA
247" W L K M NP Q P Q HI A QV KU HNSMWUHRTGDTFNYTETRGI QQETTLT
1401 TCAGCTCGGCAAGAGTTGACGATTCTGGAGTGTTCATGTGTTATGCCAATAATACTTTTGGATCAGCAAATGTCACAACAACCTTGAAAGTAGTAGAAAA
2801 S S ARV DD SGVFMZCYANNTTFGSANVTTTLI KV VE K
1501 AGGATTCATCAACATCTCCCCTGTGAAGAACACTACAGTATTTGTAACCGATGGAGAAAACGTAGATTTGGTTGTTGAATACGAGGCCTACCCCAAACCC

313 G F 1 NI S PV KNTTVFVTDSGENVDILVVEYEAYPKF?P
1601 GAGCACCAGCAGTGGATATATATGAACAGGACCTCGGCTAACAAAGGGAAGGATTATGTCAAATCTGATAACAAAAGCAACATCAGATATGTGAACCAAC
347 E H Q QW I YMNRTSANZKTGI KDY VKSDNIKSNI RY VNAQ

Psp14061 (1786)
1701 TTCGCCTGACCAGATTAAAAGGCACAGAAGGAGGCACTTATACCTTTCTGGTGTCCAACTCTGATGCCAGTGCTTCCGTGACATTCAACGTTTACGTGAA
380¥L R L T R L K G TEGGTYTTFILVSNSIDASASVYVTTFNVY VN

BsiWl (1820) Sphl (1841) BsrGI (1897)
1801 CACAAAACCAGAAATCCTGACGTACGACAGGCTCATAAATGGCATGCTCCAGTGTGTGGCAGAGGGATTCCCGGAGCCCACAATAGATTGGTATTTTTGT
413 T K P E I L T YDRTULTI NGMLUO QCVATETGTFU®PTETPTI DWYFC

1901 ACAGGAGCAGAGCAAAGGTGTACCACTCCTGTCTCACCAGTGGACGTACAGGTCCAGAATGTATCTGTGTCACCATTTGGAAAACTGGTGGTTCAGAGTT

447* T G A E Q R CTTPVSPVDVQVAQNVSVSPTFGIKTLVVQS

2001 CCATAGACTCCAGCGTCTTCCGGCACAACGGCACGGTGGAGTGTAAGGCCTCCAACGATGTGGGCAAGAGTTCCGCCTTCTTTAACTTTGCATTTAAAGG

480*S | D S S VF R HNGTVETCKASNDVGI K S SAFTFNTFATF KG
BsaBI (2175)

2101 TAACAACAAAGAGCAAATCCAGGCCCACACTCTGTTCACGCCGCTGCTCATTGGCTTTGTGGTCGCAGCTGGCGCGATGGGGATCATTGTGATGGTGCTC

513 N N K E QI Q AHTULTFT®PLLI GFVVAAGAMGI I VMVL
2201 ACCTACAAATATTTGCAGAAACCCATGTATGAAGTACAATGGAAGGTTGTCGAGGAGATAAATGGAAACAATTATGTTTACATAGACCCGACGCAACTTC
547 T Y K Y L Q K P MY EV QWZKV VETETINGNNYVY Il DPTAQL

Ndel (2393)
2301 CTTATGATCACAAATGGGAGTTTCCCAGAAACAGGCTGAGTTTTGGAAAGACATTGGGAGCTGGTGCCTTCGGGAAGGTCGTTGAGGCCACTGCATATGG
58P Y D H K W E F P R N R L S F G K TLGAGATFGIKVVEATAYG
2401 CTTGATTAAGTCGGATGCTGCCATGACAGTTGCCGTGAAGATGCTCAAACCAAGTGCCCATTTAACAGAAAGAGAGGCCCTAATGTCGGAACTGAAGGTC
613 L | K S DA A M T VAV KMTULI KU PSAUHTLTTET RTEALMSTETL K V
Sphl (2545) Bspl120I (2560)
2501 CTGAGCTACCTGGGCAATCACATGAATATTGTGAACCTGCTTGGCGCATGCACGGTGGGAGGGCCCACCCTGGTCATTACAGAATATTGTTGCTATGGTG
647 L S Y L G N HM N1 VNLLGACTVGGPTLVI TEYT CTCYG
2601 ATCTTTTGAATTTTTTGAGAAGGAAGCGTGACTCGTTTATTTTCTCAAAGCAAGAAGAGCAGGCAGAAGCGGCACTTTATAAGAACCTTCTGCACTCAAC
680D L L N F L R R K R DS F I F S K QETETI QATEAATLYIKNTLTLUHST
2701 GGAGCCTTCCTGTGACAGTTCAAATGAATATATGGACATGAAGCCTGGCGTTTCCTACGTGGTGCCAACCAAGACAGACAAGAGGAGATCCGCAAGAATA
713 E P S C DS SNEVYMDMIEKTZPG GV SY VVPTIKTHDJKT R RSATR R
Mscl (2894)
2801 GACTCGTACATAGAAAGAGACGTGACTCCTGCCATCATGGAAGATGACGAGCTGGCTCTGGACCTGGATGATTTGCTGAGCTTCTCCTACCAGGTGGCCA
747* D S Y | E R DV T PA I MEUDTUDTETLALTUDTLTUDTUDTLTLTSTFSYOQVA



2901 AGGGCATGGCGTTCCTCGCCTCCAAGAATTGTATTCACAGAGATTTGGCAGCCAGGAATATCCTCCTCACTCACGGGCGGATCACAAAGATTTGCGATTT
780K G M A F L A S KN C I HRDIULAARNILTLTHGR RI TK I CODF
Nhel (3003) BstBI (3027)

3001 CGGGCTAGCCAGAGACATCAGGAATGATTCGAATTACGTGGTCAAAGGAAATGCACGACTGCCCGTGAAGTGGATGGCACCAGAGAGCATTTTCAGCTGC
813 G L A R DI R ND S NY VV K GNARILZPVIKMWMATZPTETSI F SC
BsrGI (3101) Bsu36I (3158) Sall (3190)

3101 GTGTACACATTTGAAAGTGATGTCTGGTCCTATGGGATTTTCCTCTGGGAGCTCTTCTCCTTAGGAAGCAGCCCCTACCCAGGGATGCCGGTCGACTCCA
847 V.Y T F E S D VWS Y G I FLWETLTFS STLGSSZPYZPGMPVDS

BspEI (3227) BspHI (3272)
3201 AGTTCTACAAGATGATCAAGGAAGGCTTCCGGATGGTCAGCCCGGAGCACGCGCCTGCCGAAATGTATGACGTCATGAAGACTTGCTGGGACGCTGACCC
880FK F Y KM | K E G F RMV S PEU HAPAEMYHUDVMEKTT CMWDATDP
Bglll (3347)
3301 CTTGAAAAGGCCAACATTCAAGCAGGTTGTCCAACTTATTGAGAAGCAGATCTCGGACAGCACCAAGCACATTTACTCCAACTTGGCAAACTGCAACCCC
913k L K R P T F K Q VV QL I E K Q1 S$SDSTJ KU HI Y SNLANTECNFEP
BstAPI (3471)
3401 AACCCAGAGAACCCCGTGGTGGTGGACCATTCCGTGAGGGTCAACTCGGTGGGCAGCAGCGCCTCTTCTACGCAGCCCCTGCTCGTGCACGAAGATGCCT
947 N P E NP V V V D H S VR VNS SVGSSASST QPILLVHTETDA
Nhel (3540)
EcoRI (3534)

3501 GAGCAGAAACCCAAGTCCAACAGGCTTTGCTGCTGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGT

980k o

3601 GAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAA

Hpal (3703) Mfel (3714) EcoRI (3799)
3701 CAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGG
-
3801 AATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTT
-

3901 GCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGT

Swal (4052)
4001 TTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGA

4101 ATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGC

4201 TTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAG
—3%414 ¢ N R T Y K L P I L E E I T T K VL K GNME I L VF CDTZPA
4301 CATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGT
114 Y D S | L E R CM G CP SV VRI1I SRDVEHDSYUZPHRVAUVI T
4401 GTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAG
774 D F D K Q G NS VASGI A I AEACVTVRGI YAETI HVAS
4501 ATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCA
434 | E G T K T R I A A GV HHIKNDTEYLMTI KETAVEVLE'L
Xmnl (4619) Asel (4685)
4601 GATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAAC
14 D Q Q S I N F T K M - -4
4701 AGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGG

Spel (4840)
4801 GGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAG
-

SnaBI (4968)
4901 TCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCC

Ndel (5073)
5001 ATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAA

5101 GTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGG

Pacl (5259)
Pstl (5252)

Sdal (5251) BspLUL1I (5269)
5201 GGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAG
-

5301 GAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCG

5401 ACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCC

5501 CTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGT

5601 TCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATT

5701 AGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGA

5801 AGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCG




Pacl (5999)
5901 CAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGT

Eagl (6019)
Swal (6008)  NotI (6018)
6001 TAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCA
6101 TCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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