Pvul (7)

Ea 1(65052‘“ © Psp14061 (203)

Notl (6507) Bou36l (291)

Pacl (6488) NeoMIV (441
— SphI (560)

Ncol (596)
Bst11071 (723)

ApaLlI (6072)

hEF1-HTLV prom

BspLU11I (5758)
Pacl (5748)
Sdal (5740)

pMBI1 ori

Ndel (5562)
SnaBI (5457)

hCMYV enh

Spel (5329)
Sspl (1413)

BstBI (1470)

hCMYV prom
Asel (5174) BamHI (1523
Xmnl (5108) EM7 amHL(192)
pUNO1-mJAK1
Stul (4966) BsrS2 (6672 bp)
Xhol (1754)
(h) Bglobin p(A) Xmnl (2034)
Sspl (4527) Fspl (2150)

Xhol (2201)

Sapl (4470)
BamHI (2288)

SV40 p(A)

EcoRI (4288)
Hpal (4192)

Xbal (4049)
EcoRI (3955)

Nhel (2473)

ApaLl (2703)

Ncol (3809)
150 BspEI (3705) Stul (2989)
Scal (3656) Nhel (3015)

BglII (3338) Bsu36l (3244)
BsaBI (3333) BstEII (3304)

C?) InvivoGen

16K04v40



Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) Bsu36I (291)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

Agel (552) SphI (560) Ncol (596)

501 CTGAGATCACCGGTCAGCATGCAGTATCTAAATATAAAAGAGGACTGCAATGCCAT

- 1M Q Y L N I K EDCNAWM

601 GGCGTTCTGTGCTAAAATGAGGAGCTTCAAGAAGACTGAGGTGAAGCAGGTGGTCCCTGAGCCTGGAGTGGAGGTGACTTTCTATCTGTTGGACAGGGAG
3 A FCAKMU RSTFIKT KTTEVIKOQVVPETPGVEVTTEFTYTLTLDR RE
Bst11071 (723)
701 CCCCTCCGCCTGGGCAGCGGAGAGTATACAGCCGAGGAGCTGTGCATCAGGGCCGCCCAGGAGTGCAGTATCTCTCCTCTCTGTCACAACCTCTTCGCCC
47# P L R L G S G E Y TATETETULTC I RAAQETCS S 1 SPLCHNTILTFA
801 TGTACGATGAGAGCACCAAGCTCTGGTACGCTCCGAACCGAATCATCACTGTGGATGACAAAACGTCTCTCCGGCTCCACTACCGCATGAGGTTCTACTT
8L Y D E S T K LW YAPNJ R I I TVDDTZKTTSLR RTLHTYT RMTE RTFYF
901 TACCAACTGGCACGGAACCAATGACAACGAACAGTCTGTATGGCGACATTCTCCAAAGAAGCAGAAAAACGGCTATGAGAAGAAAAGGGTTCCAGAAGCA
1713 T NW H G T N D N EQ S VW RH SPKZ KGO QKNGTYTETZ KT KT RV PEA
1001 ACCCCACTCCTTGATGCCAGTTCACTGGAGTATCTGTTTGCACAGGGACAGTATGATTTGATCAAATGCCTGGCTCCCATTCGGGACCCCAAGACGGAGC
147 T P L L D A S S L EY LFAQGQVYDTLTIKT CTLA®PTIRDTUPKTE
1101 AAGACGGACATGATATTGAAAATGAGTGCCTGGGCATGGCGGTCCTGGCCATCTCCCACTATGCCATGATGAAGAAGATGCAGTTGCCGGAACTTCCCAA
180*Q D G H D | EN EC L GMAUV LA I SHYAMMEKTEKMOQLTZPETLTFPK
1201 AGACATCAGCTACAAGCGATATATTCCAGAAACATTGAATAAATCCATCAGACAGAGGAACCTTCTTACCAGGATGCGAATAAATAATGTTTTCAAGGAT
23 D I S YK R Y | P ETLNZKS T RQURNTULTLT RME RINNVTFZKTD
1301 TTCTTGAAGGAATTTAACAACAAGACCATCTGTGACAGCAGTGTGTCTACACATGACCTGAAGGTGAAATACCTGGCTACCTTGGAAACTTTGACAAAAC
247 F L K E FNNIKT I CDS SV STHUDTILIKVYVZ KTYTLATTLTETTLTK
Sspl (1413) BstBI (1470)
1401 ATTATGGAGCTGAAATATTTGAGACTTCTATGCTACTGATTTCATCAGAAAATGAATTGAGTCGATGCCATTCGAATGACAGTGGCAATGTTCTCTATGA
280 H Y G A E | F ET SM L L I S SENTETLTSRCHTSNDSGNVLYE
BamHI (1523)
1501 GGTCATGGTGACTGGAAATCTCGGGATCCAGTGGCGGCAGAAACCAAATGTTGTTCCTGTTGAAAAGGAAAAAAATAAACTGAAGCGGAAAAAACTGGAA
33 VMVTGNTILG I QW RQKTPNVVPVEKTETZKNTIEKTLTEKTR REKTEKLE
1601 TATAATAAACACAAGAAGGATGATGAGAGAAACAAACTCCGGGAAGAGTGGAACAATTTTTCCTATTTCCCTGAAATCACCCACATTGTAATAAAGGAGT
347 Y N K H K K DD ERNTZ KTLTZ RTETEWNNTFESYT FPTEITH IV I KE
Xhol (1754)
1701 CTGTGGTCAGCATTAACAAACAGGACAACAAAAACATGGAACTCAAGCTCTCTTCTCGAGAGGAAGCCTTGTCCTTTGTGTCCCTGGTGGATGGCTACTT
330kS V VS I N K QDN NZKNMTETLTZKTLTSS SR RTETEATLSTFVSLVDG Y F
1801 CCGGCTCACTGCAGATGCCCACCATTACCTCTGTACTGATGTGGCTCCCCCACTGATTGTCCACAATATACAGAACGGCTGCCACGGTCCAATCTGCACA
413 R L T ADAHH Y LCTDVAPTPTLTIVHNIQNGT CHGT®P I CT
1901 GAATATGCCATCAATAAGCTGCGGCAGGAAGGGAGTGAAGAGGGGATGTACGTGCTGAGGTGGAGCTGCACCGACTTTGACAACATTCTTATGACTGTCA
447 E Y A I N K L RQ EG S E EGM YV LRWSCTDTEDNTILMTYV
Xmnl (2034)
2001 CCTGCTTTGAAAAGTCTGAGGTATTGGGTGGCCAGAAGCAGTTCAAGAACTTTCAGATTGAGGTACAGAAGGGCCGCTACAGCCTGCATGGCTCTATGGA
480*T C F E K S EV L G GQ KQ FKNTFQ 1 EVQKG G RYSLHGSMD
Fspl (2150)

2101 CCACTTTCCCAGCCTGCGAGACCTCATGAACCACCTCAAGAAGCAGATCCTGCGCACGGACAACATAAGCTTTGTGCTGAAACGATGCTGTCAGCCTAAG
513 H F P S L RDLMNUBHTILIEKTEKS QI LRTDNIISFVLIKT RTCT CO QTPEK

Xhol (2201) BamHI (2288)
2201 CCTCGAGAAATCTCCAATCTGCTCGTAGCCACTAAGAAAGCCCAGGAGTGGCAGCCTGTCTACTCCATGAGCCAGCTGAGCTTTGATCGGATCCTTAAGA
547 P R E I S N L LV ATI KU KA AQEWG QTPVYSMSQLSTFDTR R I LK
2301 AAGATATTATACAAGGTGAGCACCTTGGCAGAGGCACAAGAACACATATCTATTCTGGGACCCTGCTGGACTACAAGGATGAGGAAGGAATTGCTGAAGA
580K D | | Q G EH LG R G T RTH I Y SGTILLDTYIKTDTETETG I A EE

Nhel (2473)

2401 GAAGAAGATAAAAGTGATCCTCAAAGTCCTAGACCCCAGCCACCGGGACATCTCTCTGGCCTTCTTTGAGGCTGCTAGCATGATGAGACAGGTTTCCCAC
613 K K | KV | L KV LDUPSHI RD I SLATFTFTEAASMMTE ROQV S H
2501 AAACATATAGTGTACCTCTACGGCGTGTGTGTCCGAGATGTGGAAAATATCATGGTGGAAGAGTTTGTGGAGGGGGGGCCGTTGGATCTCTTCATGCACC
647 K H I V Y L Y GV CV RDV EN IMV ETETFVEGGTPTLDTLTFMH
2601 GGAAAAGTGATGCGCTTACTACCCCCTGGAAGTTCAAGGTTGCCAAACAGCTGGCCAGTGCCCTGAGTTACTTGGAAGATAAAGACCTGGTTCATGGAAA
68*R K S D A L T T PWJK F KV AKG QTLATSATLTSTYTULEDTEKTDTLVHGN



ApaLlI (2703)
2701 TGTGTGCACTAAAAACCTCCTTCTGGCCCGTGAGGGCATTGACAGTGACATTGGCCCGTTCATCAAGCTTAGTGACCCTGGCATCCCAGTCTCTGTGCTG
713 Vv ¢ T K N L L LAREG I DSD I GPTF IKTLSDT PG I PV SV L
2801 ACCAGGCAAGAGTGCATAGAGCGAATCCCCTGGATCGCTCCTGAGTGTGTTGAAGACTCCAAGAACCTGAGTGTGGCTGCTGACAAGTGGAGCTTTGGAA
747* T RQ EC | ER I PW I APECVEDTSKNTLTSVAADTKMWS F G
Stul (2989)
2901 CCACGCTCTGGGAAATCTGCTACAACGGAGAGATTCCTCTCAAAGACAAGACCCTCATTGAGAAAGAGAGGTTTTATGAAAGCCGCTGCAGGCCTGTGAC
780*T T LW E I C YNGE | P LKTDTZKTTL I EKTETRTFTYTEST RTCTR RPVT
Nhel (3015)

3001 TCCATCTTGCAAGGAGCTAGCTGACCTCATGACTCGCTGCATGAACTATGACCCCAACCAGAGACCCTTCTTCCGAGCCATCATGAGGGACATTAACAAG
813 P S C K E LADILMT RCMNTYDT PN QR RTPTFTFR RATIMTEPRD I NK
3101 CTGGAGGAGCAGAATCCAGACATTGTTTCAGAAAAGCAGCCAACAACAGAGGTGGACCCCACTCACTTTGAAAAGCGGTTCCTGAAGAGGATTCGTGACT
87 L E EQ N PD IV S EKOQPTTTEVDTPTHTFTET KT RTFTLTEKTE RIRD

Bsu36l (3244)
3201 TGGGAGAGGGTCACTTTGGGAAGGTTGAGCTCTGCAGATATGATCCTGAGGGAGACAACACAGGGGAGCAGGTAGCTGTCAAGTCCCTGAAGCCTGAGAG
88*L G E G H F G KV ELCU RYDT PEGDNTGTE® QVAVIKSLTIKTEPE'S
BglII (3338)
BStEII (3304) BsaBI (3333)

3301 TGGAGGTAACCACATAGCTGATCTGAAGAAGGAGATAGAGATCTTACGGAACCTCTACCATGAGAACATTGTGAAGTACAAAGGAATCTGCATGGAAGAC
913 G G N H | A D L K K E I E I L RNLYWHENTIVEKTYZEKTGTICMETND
3401 GGAGGCAATGGTATCAAGCTCATCATGGAGTTTCTGCCTTCGGGAAGCCTAAAGGAGTATCTGCCAAAGAATAAGAACAAAATCAACCTCAAACAGCAGC
947 G G N G | K L I'M E F L P SG S LKTETYTLTPIKNIEKNIEKINTLTEKO QDOQ
3501 TAAAATATGCCATCCAGATTTGTAAGGGGATGGACTACTTGGGTTCTCGGCAATACGTTCACCGGGACTTAGCAGCAAGAAATGTCCTTGTTGAGAGTGA
980*L K Y A 1 Q I C K GMD Y LG SRQYVUHZRDTLAARNVYVILVTESTE

Scal (3656)
3601 GCATCAAGTGAAGATCGGAGACTTTGGTTTAACCAAAGCAATTGAAACCGATAAGGAGTACTACACAGTCAAGGACGACCGGGACAGCCCAGTGTTCTGG
013 H Q V K | G D F G LT KA I ETDZKTETYYTVIKDDT RTDTSUPV FW
BspEI (3705)
3701 TACGCTCCGGAATGTTTAATCCAGTGTAAATTTTATATCGCCTCTGATGTCTGGTCTTTTGGAGTGACACTGCACGAGCTGCTCACTTACTGTGACTCAG
1047 Y A P EC L 1 Q CK F Y I'ASDVWSFGVTILHTETLTLTVYCTDS
Neol (3809)
3801 ATTTTAGTCCCATGGCCTTGTTCCTGAAAATGATAGGCCCAACTCATGGCCAGATGACAGTGACACGGCTTGTGAATACTCTGAAAGAAGGAAAGCGTCT
1080*D F S P M A L F L KM I G P THGQMTV TR RILVNTTLTIKTETGTZKRL
EcoRI (3955)
3901 GCCATGTCCACCCAACTGTCCTGATGAGGTTTATCAGCTTATGAGAAAATGCTGGGAATTCCAACCATCTAACCGGACAACTTTTCAGAACCTTATTGAA
1113 P C P P N C P D EV Y Q LM RK CW E F QP SNU RTTTFQNTL I E
Xbal (4049)
4001 GGATTTGAAGCACTTTTAAAATAAGAAGCATGAACAACATTTAAATTCCTCTAGACTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAA
1147 G F E A L L K e

Hpal (4192)
4101 CCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAA

EcoRI (4288)
4201 CAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAAT
- -

4301 ACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCA

Sapl (4470)
4401 TTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCAC

Sspl (4527)
4501 TGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCT

4601 CAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTA

144
T4l L4

4701 GTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAG
1404 N R T Y K L P | L E E I T TKV LKGNME I LV FCDTPATYTDS
4801 ATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCT
0641 L E R CM G C P SV V R I SRDVEDSYZPHT RVYAV I TDTFTDK

Stul (4966)

4901 TCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCC
734 Q GN SV ASG I A I AEACVTVURGIYATETIHVASI | EG
5001 AGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGA
404 T K T R | AAGV HHIKNDTETYTLMT I KETAVEVLTETLTDTO QNQOQ

Xmnl (5108) Asel (5174)
5101 GAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGG
64S | N F T K M= -
5201 CGTCTCCAGCTITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGT




5301

5401

5501

5601

5701

5801

5901

6001

6101

6201

6301

6401

6501
6601

Spel (5329)
TACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTA
-

SnaBI (5457)
TCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATG

Ndel (5562)
TACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTT

ACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGG

Pacl (5748)

Sdal (5740) BspLUI11I (5758)
CGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAA
-

AGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATA

AAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGC

ApaLlI (6072)
GTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACC

GCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAG

GTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACC

TTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAG

Pacl (6488)
GATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATT

Eagl (6508)
NotI (6507)
TAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAA

CGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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