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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
Agel (552)
501 CTGAGATCACCGGTCATCATGAACCACTCAGCCCCAGGGATTCCCCCACCACCCCG
- 1M N H S A P G I P P P P R
XemlI (652) Xmnl (681)
601 CCGTGTGAGGCTGAAGCCCTGGTTGGTGGCCCAGGTGAACAGCTGCCAGTACCCAGGGCTTCAGTGGGTCAACGGGGAAAAGAAACTCTTCTATATACCC
13 R VR L K P WL VAQVNS ST CQY®PGL QWVNGTEIKIKLF Y I P
701 TGGCGCCATGCCACGAGGCATGGTCCCAGCCAGGATGGGGACAACACCATCTTCAAGGCCTGGGCTAAAGAGACAGGGAAGTACACTGAAGGGGTGGATG
47 W R H A T R HGP S QDGUDNTI F KAWAI KTETGIKY TEGVD

BstXI (808)
801 AGGCTGACCCAGCCAAGTGGAAGGCCAACCTGCGCTGTGCCCTTAACAAAAGCCGTGACTTCCAGCTGTTCTATGATGGCCCTCGGGACATGCCACCTCA
80E A D P A KWIKANUL I RT CALNIKS S RDTFQLTFYDG?PRDMPUPNAQ
901 GCCGTACAAGATCTACGAGGTCTGCTCCAACGGCCCTGCTCCCACAGAGAGCCAACCCACTGATGATTACGTTCTGGGAGAAGAGGAGGAGGAGGAAGAG
113 P Y K I Y E V. C S NG P A P TE S QP TDWUDY VL GEETEEE E E
Dralll (1092)
BbsI (1087) MsclI (1099)
1001 GAAGAGCTCCAGAGAATGCTACCAGGCCTGAGCATCACAGAGCCTGCGCTACCTGGGCCTCCCAACGCACCCTATTCCTTACCCAAAGAAGACACCAAGT
147 E E L Q R M L P G L S I T EPALPG®PU®PNAPY S L P KETDTK
SandI (1131)

1101 GGCCACCTGCTCTCCAGCCACCTGTAGGGCTGGGTCCCCCTGTCCCAGACCCAAATCTCCTGGCCCCTCCCTCTGGAAATCCTGCTGGCTTCAGGCAGCT
180kW P P AL Q PPV GLGPUPV?PDPNLTILAPZPSSGNZPAGTFROQL

Bsu36l (1204) BspLUI1I (1286)
1201 TCTCCCTGAGGTCCTGGAGCCTGGACCTCTGGCTTCCAGCCAGCCCCCTACAGAACCACTCTTGCCTGACCTGCTGATCAGCCCCCACATGTTGCCTTTG
213» L P E VL E P GPLASSAQPU®PTEZ®PLILU®PDTLTLTI SPHMTLPL
1301 ACGGACCTAGAGATCAAGTTCCAGTACCGGGGACGCGCACCCCGGACCCTCACCATCAGCAACCCACAAGGCTGCAGGCTCTTCTACAGCCAGCTAGAGG
247 T D L E I K F Q YR GRAPRTLTI SNUPQGTCU RILTFY S QL E
1401 CTACCCAGGAGCAAGTGGAACTCTTTGGCCCTGTGACCCTGGAGCAAGTGCGCTTCCCTAGCCCAGAGGACATCCCCAGTGACAAGCAGCGTTTCTATAC
280kA T Q E Q V E L F G P V T L EQVU RFU®PSUPET DI PSDI K QRTFYT
1501 GAACCAGCTGCTAGATGTCCTGGACCGTGGGCTCATCCTGCAGCTGCAGGGCCAGGACCTGTACGCCATCCGTCTGTGCCAGTGTAAGGTGTTCTGGAGT
313 N QL L DVLDRGLTI L QLQGQQDULYAI RLCAOQCZKVF WS

Bsp120I (1600) Neol (1617)
1601 GGGCCCTGCGCCTTGGCCCATGGCTCCTGCCCCAACCCCATTCAGCGGGAAGTCAAGACGAAGCTCTTTAGCCTAGAGCAGTTTCTCAATGAGCTCATCC
347k G P C AL AHGSCWPNWPI QREVKTIKILTFSLEQFLNTEL I
1701 TGTTCCAGAAGGGCCAGACTAATACCCCACCACCTTTTGAGATCTTCTTTTGCTTTGGAGAAGAATGGCCTGATGTCAAACCCCGAGAGAAGAAGCTCAT
380kL F Q K G Q T N T P PP F E I F F CF GEEMWPIDVI KPR E K K L I
Acc651 (1812)

BsrGI (1803)
1801 TACTGTACAGGTGGTACCTGTTGCAGCCCGGTTGCTGCTGGAGATGTTCTCAGGGGAGCTTTCTTGGTCGGCAGACAGCATCCGACTGCAGATCTCAAAC
413 T V. Q VVPVAARILILILTEMTFSS GETLSWSADT S 1T RL QI SN

BstAPI (1962)  Ncol (1976)
1901 CCGGATCTCAAAGACCACATGGTAGAGCAGTTTAAAGAGCTTCATCACCTCTGGCAGTCCCAGCAGCAATTGCAGCCCATGGTCCAGGCCCCTCCTGTGG
447 P D L K D HM V E QF KELHHLWAQSQQQL QP MV QAUZP PV
Mscl (2085)
Bsp1201I (2020) Sphl (2045) Nhel (2079)

2001 CAGGCCTCGATGCAAGCCAGGGGCCCTGGCCCATGCACCCAGTTGGCATGCAATAATGAGGCTACAGATAGTGGCTGCCGCTAGCTGGCCAGACATGATA
480A G L D A S Q G P WP MHZPV GM Q e _—
2101 AGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTA

Hpal (2217)
2201 TAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTA

EcoRI (2313)
2301 CAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGG
R -

2401 CATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCT

SspI  (2552) Swal (2566)
2501 TCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTT

2601 TTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACA




2701 GCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCAC
4494 ¢ N R T Y K L P I L E E I T T K V L K G NME I L V
BstXI (2856)
2801 AAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTG
1154 F ¢ D P A Y D S 1 L E R CM G C?P SV VU R 1 SRDVETDSY P HTR
2901 ACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAA
81dv A VvV I T D F D K QGNSVASGI A Il AEACVTVRGI Y A E
3001 TGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGAC
484 H V A S | Il E G T K TR 1T A A GV HWHIKNDEYLMT I KETAV
BbsI (3137)
Xmnl (3133) Asel (3199)
3101 CTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGA
154 E V L E L D Q Q S I N F T K M -
3201 TTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCC
—

Spel (3354)
3301 ATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTG
-

SnaBI (3482)
3401 GAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCA

Ndel (3587)
3501 AGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACT

3601 TGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTG

Pacl (3773)

Sdal (3765) BspLU11I (3783)
3701 ACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGC
-

3801 CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGA

3901 GGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCT

ApaLI (4097)
4001 GTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTG

4101 CACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCA

4201 CTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTAT

4301 CTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAG

4401 CAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTT

Eagl (4533)
Pacl (4513) Swal (4522)  NotI (4532)
4501 TGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTA

4601 ACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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