Pvul (7)) Mper (82)
Sefl (6) EcoNI (96)
Pspl4061  (203)
Pyull (239)
HindITT (245)

EcoNI (287)
%B su36l (291)

NgoMIV (441)
/ KasI (535)

Eagl (3489)
NotI (3488)
Swal (3478)
Pacl (3469)

ApaLI (3053) hEF1-HTLV prom

mlL-21

BspLU11I (2739
P Pacl((2729)) pUNOl-mILZl
Pstl (2722
StsiaI ((2721)) (3653 bp)

SV40 p(A) Mscl (1041)

Ndel (2543)

SnaBI (2438) .
hCMV prom (h) Bglobin p(A)

Spel (2310)

Sacl (2212)
Asel (2155)

BbsI (2093)

100 XmnI (2089)

Stul (1947)
— BstXI  (1812)  'Sacl (1783)

SspI  (1508)
Swal (1522)

C?) InvivoGen

13L18v35



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
Neol (560)
BStEIl (555)
KasI (535) Agel (552) PshAI (570)
501 CTGAGATCACCGGTCACCATGGAGAGGACCCTTGTCTGTCTGGTAGTCATCTTCTT
[ 1I* M E R T L V C L V V I F L
Tth111l (653) Pvull (682)
601 GGGGACAGTGGCCCATAAATCAAGCCCCCAAGGGCCAGATCGCCTCCTGATTAGACTTCGTCACCTTATTGACATTGTTGAACAGCTGAAAATCTATGAA
13 6 T VA HK S S P QG®PD R RULIL I RLRHL I DI VEQL K I Y E
BstAPI (760)
BamHI (708) SphI (756)

701 AATGACTTGGATCCTGAACTTCTATCAGCTCCACAAGATGTAAAGGGGCACTGTGAGCATGCAGCTTTTGCCTGTTTTCAGAAGGCCAAACTCAAGCCAT
47" N D L D P E L L S AP QDV KU GHT CEWHAATFA AT CTFIQKATZKILKUP
801 CAAACCCTGGAAACAATAAGACATTCATCATTGACCTCGTGGCCCAGCTCAGGAGGAGGCTGCCTGCCAGGAGGGGAGGAAAGAAACAGAAGCACATAGC
89S N P G N N K T F I I DLV AQLI RI RRLUPARIR RGSG GTE KIKIQKHI A
EcoRI (943)

901 TAAATGCCCTTCCTGTGATTCGTATGAGAAAAGGACACCCAAAGAATTCCTAGAAAGACTAAAATGGCTCCTTCAAAAGATGATTCATCAGCATCTCTCC
113 K ¢ P S C D S Y E KR TP KETF L EIRULIKWLLQKMI HAQHTL S
BamHI (1029)  Msel (1041)
Bsu36l (1024) Nhel (1035)
1001 TAGAACACATAGGACCCGAAGATTCCTGAGGATCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTG
147F o

Hpal (1173) Mfel (1184)
1101 AAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTT

EcoRI (1269)
1201 ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTA
[ -

1301 ACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCA

SapI (1451)
1401 CCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTT

SspI  (1508) Swal (1522)
1501 TTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATC

1601 CCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGG
+414 ¢ N R T Y K L
Sacl (1783)
1701 GGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGC
1334p | L E E | T T K VL K G NME I L VFCDU®PAYDS S 1 L ERTC CMSG
BstXI (1812)
1801 CACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGC
04 C P S V V R I S R DV E D S Y P HR VAV I TDFWDIKI QGNS VA
Stul (1947)
1901 AGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCC
674 S G 1 A1 A E A CV TVURGI YATEI HVASI 1T I EGTIZKTRI A
BbsI (2093)
XmnlI (2089)
2001 GCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCA
334A G VH H K NDE Y LMTI KETAVEUVLTELUDA QQS I NFTIKWM
Asel (2155)
2101 TGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGAC
01 - -
Sacl (2212)
2201 GGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTC

Spel (2310)
2301 CCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTAC
_ -




2401

2501

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501
3601

SnaBI (2438)
TGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGG

Ndel (2543)
CGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCA

TTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCA

Pacl (2729)
Pstl  (2722)

Sdal (2721) BspLUI1I (2739)
TTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTT
-

TTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC

CCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT

ApaLI (3053)
CACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAA

CTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACA

GAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTA

GCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTT

Eagl (3489)
Pacl (3469) Swal (3478) Notl (3488)
GATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATA

AAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGC
AAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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