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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Agel (552) BspHI (560)

501 CTGAGATCACCGGTCATCATGACCATGAGACACTGCTGGACAGCAGGCCCCAGTTC

= 1*M T M RH CWTAG P S S

Xeml (697)
601 TTGGTGGGTCCTGCTTTTGTATGTCCATGTCATTTTGGCCAGAGCCACATCTGCACCTCAGACAACTGCCACTGTCTTAACTGGAAGCTCAAAAGACCCA
133 WW V L LLYVHVYV ILARATT SAPOQTTATVILTGSSKTDP
Sapl (701) Tth1111 (792)

701 TGCTCTTCCTGGTCTCCAGCAGTCCCAACTAAGCAGTACCCAGCACTGGATGTGATTTGGCCAGAAAAAGAAGTGCCACTGAATGGAACTCTGACCTTGT
47 C S SW S P AV PTKAQYPALUDV IWU®PEZKTEVPLNGTLTL

PstI (810) NgoMIV (881)
801 CCTGTACTGCCTGCAGCCGCTTCCCCTACTTCAGCATCCTCTACTGGCTGGGCAATGGTTCCTTCATTGAGCACCTICCAGGCCGGCTGAAGGAGGGCCA
8*S C T A C SR F P Y F S I LYWULGNSG ST F I EHULUPG R RTLTZKESGH
Nrul (906)

901 CACAAGTCGCGAGCACAGGAACACAAGCACCTGGCTGCACAGGGCCTTGGTGCTGGAAGAACTGAGCCCCACCCTACGAAGTACCAACTTCTCCTGTTTG
113 T S R EH R N T S TW LHRALV LEZELSZPTLRSTNTFSCL

BamHI (1005) Xeml (1044) BbsI (1062)
1001 TTTGTGGATCCTGGACAAGTGGCCCAGTATCACATCATTCTGGCCCAGCTCTGGGATGGGTTGAAGACAGCTCCGTCCCCTTCTCAAGAAACCCTCTCTA
147" F VD PG QV AQ YH I I LAQLWDGTLSEKTATPSTPSQETTLS
Nhel (1159)

1101 GCCACAGCCCAGTATCCAGATCAGCAGGCCCAGGGGTTGCATAAAGCCAACCACACCATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGG
189S H S PV S R S A G P G V A o

Hpal (1297)
1201 ACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTT

Mfel (1308) EcoRI (1393)
1301 AACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCT
- -

1401 AAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAAT

Sapl (1575)
1501 GTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAA

Sspl (1632) Swal (1646)
1601 TGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAG

1701 ATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAG

1801 CTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGT
1414 ¢ N R T Y K L P I L E E I T T KV LK GNWME I LV FCDPAYTD
Sacl (1907) BstXI (1936)
1901 CAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAA
84 S | L E R CM G C P SV V R I S RDV EDSYPH RVAV I TDF
Stul (2071)
2001 GTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATC
71D K Q GN SV ASG I A I AEACVTVRG I YAE I HV A S | I
2101 TCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCT
414E G T K T R I AA GV HHKNDEY LMT I K ETA AV EV L E L DNAQ
Bbsl (2217)
Xmnl (2213) Asel (2279)
2201 GCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTG
84 Q S I N F T K M- ]
Sacl (2336)
2301 GATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGA
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Spel (2434)
GTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAAC
-

SnaBI (2562)
CGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGG

Ndel (2667)
TCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGC

AGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCG

Pacl (2853)
Pstl (2846)
Sdal (2845) BspLUI11I (2863)
TTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCG
=

TAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGA

CTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGG

ApaLlI (3177)
GAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCC

CGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGA

GCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAG

TTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAA

Pacl (3593)
AAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTA

Eagl (3613)
Swal (3602) Notl (3612)
ACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAA

CAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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