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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Agel (552) Neol (568)
501 CTGAGATCACCGGTAGGAGGGCCACCATGGCTTTTGTGCATATCAGATGCTTGTGT
= 1M A F VH I R C L C
BamHI (674)
Bsu361 (654) Sspl (668)
601 TTCATTCTTCTTTGTACAATAACTGGCTATTCTTTGGAGATAAAAGTTAATCCTCCTCAGGATTTTGAAATATTGGATCCTGGATTACTTGGTTATCTCT
11 F I L L C T I T GY S L E I KV NUPUPAQDTFTETILDZPGTLTLGY.L

Pvull (788)
701 ATTTGCAATGGAAACCTCCTGTGGTTATAGAAAAATTTAAGGGCTGTACACTAGAATATGAGTTAAAATACCGAAATGTTGATAGCGACAGCTGGAAGAC
44 Y L Q W K P P V V I E K F K G C TULEYELI KY RNVDSDSWK T
BsiWI (867)
SnaBI (865)
801 TATAATTACTAGGAATCTAATTTACAAGGATGGGTTTGATCTTAATAAAGGCATTGAAGGAAAGATACGTACGCATTTGTCAGAGCATTGTACAAATGGA

77* 1 I T R NL I YKDGTFDLNIKGI EGIK 1T RTHTLSEUHTCTNSG
Ncol (915) HindIII (925) EcoRV (938)

901 TCAGAAGTACAAAGTCCATGGATAGAAGCTTCTTATGGGATATCAGATGAAGGAAGTTTGGAAACTAAAATTCAGGACATGAAGTGTATATATTATAACT

1112» S E V. Q S P W I E A S Y G I S DEGSLETH KI QDMZKTCI Y YN

1001 GGCAGTATTTGGTCTGCTCTTGGAAACCTGGCAAGACAGTATATTCTGATACCAACTATACCATGTTTTTCTGGTATGAGGGCTTGGATCATGCCTTACA
144W Q Y L V C S WK P G K T VY SDTNYTMTFTFWYEGLDUHATLQ
1101 GTGTGCTGATTACCTCCAGCATGATGAAAAAAATGTTGGATGCAAACTGTCCAACTTGGACTCATCAGACTATAAAGATTTTTTTATCTGTGTTAATGGA
177v C A D Y L Q HDE KNV GCIKULSNWLUDSSDYIKWDTFTF 11 CVNSG
Xmnl (1275)
1201 TCTTCAAAGTTGGAACCCATCAGATCCAGCTATACAGTTTTTCAACTTCAAAATATAGTTAAACCATTGCCACCAGAATTCCTTCATATTAGTGTGGAGA
211 S S K L E P I R S S Y T V F QL QN1 VKUPULUPUPETFILHI S VE
EcoO109I (1337)
1301 ATTCCATTGATATTAGAATGAAATGGAGCACACCTGGAGGACCCATTCCACCAAGGTGTTACACTTATGAAATTGTGATCCGAGAAGACGATATTTCCTG

244N S I D I R M KWS T®PGG®PI PPRCYTYZEI VI REUDT DI SW
1401 GGAGTCTGCCACAGACAAAAACGATATGAAGTTGAAGAGGAGAGCAAATGAAAGTGAAGACCTATGCTTTTTTGTAAGATGTAAGGTCAATATATATTGT
277 E S AT DK NDMZEKTULI KRR RANETSEDLT CTFTFVRCKVNIYTC

Mscl (1581)
Nhel (1575)
1501 GCAGATGATGGAATTTGGAGCGAATGGAGTGAAGAGGAATGTTGGGAAGGTTACACAGGGCCAGACTCAAAGTAAGCTAGCTGGCCAGACATGATAAGAT
311 A D D G | W S E W S E E E CWEGY T G P D S K e
1601 ACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAG

Hpal (1713) Mfel (1724)
1701 CTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAA

1801 TGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATC
B —_ -

Sapl (1991)
1901 AGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCAT

Sspl (2048) Swal (2062)
2001 TTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTT

Eco01091 (2123)
2101 ATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAA

2201 GAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAG
+494 ¢« N R T Y K L P I L E E I T T K V L KGNMTE I L VF
Sacl (2323) BstXI (2352)
2301 CAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAG
1134c D P A Y D S I L E R CM G CP SV VZRI SRDVETDSTYUZPHT RVA
Stul (2487)
2401 CCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTG
8ed Vv I T D F DK QGNSVASGTI AI AEATCVTVRGI Y ATE I H
2501 GACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCC
474 V. A S | | E G T K TR I AAGVHHIKNIDTETYTLMTI KETAVE




Xmnl (2629) Asel (2695)
2601 ACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAA
13dv L E L D Q QS I NFTIK M-

Sacl (2752)
2701 TTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTT
B —

Spel (2850)
2801 GCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAA
-

SnaBI (2978)
2901 TCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTA

Ndel (3083)
3001 GGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGAT

3101 GTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGT

Pacl (3269)
Pstl (3262)
Sdal (3261) BspLUI1I (3279)

3201 CAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGC

-
3301 AAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTG

3401 GCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCC

ApaLI (3593)
3501 GCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACG

3601 AACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGG

3701 TAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGC

3801 GCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGC

3901 AGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGT

Eagl (4029)
Pacl (4009) Swal (4018)  NotI (4028)
4001 CATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACAT

4101 ACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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