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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Pspl14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspLUIII (560)
Agel (552)
501 CTGAGATCACCGGTCAACATGTTGTCGCGTTTGCTCCCATTCCTCGTCACGATCTC
- i*M L S R L L P F L V T 1 S

EcoRI (613)
601 CAGCCTGAGCCTAGAATTCATTGCATACGGGACAGAACTGCCAAGCCCTTCCTATGTGTGGTTTGAAGCCAGATTTTTCCAGCACATCCTCCACTGGAAA
13 S L S L E F I AY GTELUPSUPSY VWTFTEA ARTFTFQH I L HWK
701 CCTATCCCAAACCAGTCTGAGAGCACCTACTATGAAGTGGCCCTCAAACAGTACGGAAACTCAACCTGGAATGACATCCATATCTGTAGAAAGGCTCAGG
47 P I P N Q S E S T Y Y E VALK QY GNSTWNUDTIHI1I CRKANAQ
Psp14061 (819) BsaBI (832) PshAI (880) Scal (890)
801 CATTGTCCTGTGATCTCACAACGTTCACCCTGGATCTGTATCACCGAAGCTATGGCTACCGGGCCAGAGTCCGGGCAGTGGACAACAGTCAGTACTCCAA
80A L S C DL T TF TLDULYHRJSYGYRARVZRAVDNSIOQY SN
901 CTGGACCACCACTGAGACTCGCTTCACAGTGGATGAAGTGATTCTGACAGTGGATAGCGTGACTCTGAAAGCAATGGACGGCATCATCTATGGGACAATC
113 w T T T E T R F T v D E VI L T VDS SVTLIKAMDTGI I Y G TI
BspEI (1082)
BsaBI (1074)
1001 CATCCCCCCAGGCCCACGATAACCCCTGCAGGGGATGAGTACGAACAAGTCTTCAAGGATCTCCGAGTTTACAAGATTTCCATCCGGAAGTTCTCAGAAC
147 H P P R P T | T P A GDZEY EQVF KDL RVYK 1l S I R KF S E
1101 TAAAGAATGCAACCAAGAGAGTGAAACAGGAAACCTTCACCCTCACGGTCCCCATAGGGGTGAGAAAGTTTTGTGTCAAGGTGCTGCCCCGCTTGGAATC
180L K N A T K R V K QE TF TLTWVZ®PI GV RIKTFTCVIKVL PR L E S
1201 CCGAATTAACAAGGCAGAGTGGTCGGAGGAGCAGTGTTTACTTATCACGACGGAGCAGTATTTCACTGTGACCAACCTGAGCATCTTAGTCATATCTATG
213 R I N K A EWS EEQCTULULI TTEO QYT FTUVTNILS 1T L VI SWM
Xmal (1353)
1301 CTGCTATTCTGTGGAATCCTGGTCTGTCTGGTTCTCCAGTGGTACATCCGGCACCCGGGGAAGTTGCCTACAGTCCTGGTCTTCAAGAAGCCTCACGACT
247 L L F C G I L VCL VLQWY Il RHPGI KLUPTVLVFKIKUPHTD
Dralll (1444)
Xeml (1439) Tth1111 (1492)
1401 TCTTCCCAGCCAACCCTCTCTGCCCAGAAACTCCCGATGCCATTCACATCGTGGACCTGGAGGTTTTCCCAAAGGTGTCACTAGAGCTGAGAGACTCAGT
280FF F P A NP L CPETWPDAI HI VDLEVTFU®PIKVSLETLIR RDS YV
1501 CCTGCATGGCAGCACCGACAGTGGCTTTGGCAGTGGTAAACCATCACTTCAGACTGAAGAGTCCCAATTCCTCCTCCCTGGCTCCCACCCCCAGATACAG
313 L H G S T b S G F G S G K P S L QTETESOQFLLUPGSHZPI QI Q
1601 GGGACTCTGGGAAAAGAAGAGTCTCCAGGGCTACAGGCCACCTGTGGGGACAACACGGACAGTGGGATCTGCCTGCAGGAGCCCGGCTTACACTCCAGCA
347 G T L G K E E S P GLQATU CGDNTUDS S G 1!l CL QEU®PGTLHS'S
Bsp120I (1702)
Eco01091 (1701) Hpal (1759)
1701 TGGGGCCCGCCTGGAAGCAGCAGCTTGGATATACCCATCAGGACCAGGATGACAGTGACGTTAACCTAGTCCAGAACTCTCCAGGGCAGCCTAAGTACAC
380kM G P AWK Q QL GY THOQD QDD SDVNLUVQNSU®PGAQ®PIK YT
Nsil  (1805) Bsu36I (1849) Tth1111 (1861)
1801 ACAGGATGCATCTGCCTTGGGCCATGTCTGTCTCCTAGAACCTAAAGCCCCTGAGGAGAAAGACCAAGTCATGGTGACATTCCAGGGCTACCAGAAACAG
413 Q DA S A L GHV CULULTEUWPIKAPTETEIKUDI QVMVTTFQGY Q K Q
1901 ACCAGATGGAAGGCAGAGGCAGCAGGCCCAGCAGAATGCTTGGACGAAGAGATTCCCTTGACAGATGCCTTTGATCCTGAACTTGGGGTACACCTGCAGG
447 T R W K A E AAGPAETCLUDTETETI PLTDATFUDZPTETLGVHLAQ
Xceml (2086)
2001 ATGATTTGGCTTGGCCTCCACCAGCTCTGGCCGCAGGTTATTTGAAACAGGAGTCTCAAGGGATGGCTTCTGCTCCACCAGGGACACCAAGTAGACAGTG
48D D L A WP P P ALAAGY LKA QE S QGMASAPZPSGTUZPSRQW
BglII (2148)
2101 GAATCAACTGACCGAAGAGTGGTCACTCCTGGGTGTGGTTAGCTGTGAAGATCTAAGCATAGAAAGTTGGAGGTTTGCCCATAAACTTGACCCTCTGGAC
513 N Q L T E EW S L L GV V S CEDTZLSI1IT ESWIRTFAHIKILUDZ®PTULTD
BstEIT (2247)
2201 TGTGGGGCAGCCCCTGGTGGCCTCCTGGATAGCCTTGGCTCTAACCTGGTCACCCTGCCGTTGATCTCCAGCCTGCAGGTAGAAGAATGACAGCGGCTAA
547 C G AA P G G L L D SLGSNULVTLU®PLI S SL QVE E e
Nhel (2323)
Ncol (2318) Mscl (2329)
2301 GAGTTATTTGTATTCCAGCCATGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTT

Hpal (2461)  Mfel (2472)
2401 TATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTT




EcoRI (2557)
2501 CAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCA
- -t

2601 AGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATG

Sapl (2739) SspI  (2796)
2701 GAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATA

Swal (2810) Eco01091 (2871)
2801 TTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGT

2901 AGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCC
+494 ¢« N R T Y K L P I L E
Sacl (3071)

3001 TCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGA

12949 I T T K VL K G NM E I L VF CDZPAYODSI L ERT CMGTCT®PSV
BstXI (3100)

3101 CCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGC

9¢4 V R I S R DV E D S Y P HRVAUV I TDFUDJIKGI QGNSVASGI I A
Stul (3235)

3201 AATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGG
63 | A E A CV T VRGI YATETI HVASI I EGTIZ KT RI A AGVH
3301 TGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCC

299H K N D E Y L M T 1 KETAVEVLTETLDO QST I NFTKM-S4+—
Asel (3443)
3401 TATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAAC
-
Sacl (3500) Spel (3598)
3501 GAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTAC

3601 TAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGC
-

SnaBI (3726)
3701 ATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTAC

Ndel (3831)
3801 CGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATG

3901 GAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGT

Pacl (4017)  BspLUI1I (4027)
4001 TATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCT
B —— e

4101 CCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCC

4201 CTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGT

ApaLl (4341)
4301 ATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGA

4401 GTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAG

4501 TGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCG

4601 GCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTAC

Eagl (4777)
Pacl (4757) Swal (4766)  Notl (4776)
4701 GGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTAT

4801 TTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGT
4901 CCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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