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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Neol (560)
BStEIl (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCTAGGCTCTGTGCTTTCCTGATGGTCCTGGCGGT

[ 1M A R L C A F L MV L AV

Mscl (610) Bsu36l (654)

601 GCTGAGCTACTGGCCAACCTGCTCTCTAGGATGTGACCTGCCTCAGACTCATAACCTCAGGAACAAGAGAGCCTTAACCCTCCTGGTAAAAATGAGGAG
13 L SYw?&®PTTCSULGC CDULU®PQTHNLIRNIEKARALTILLV KMR RIR
700 ACTCTCCCCTCTCTCCTGCCTGAAGGACAGAAAGGACTTTGGATTCCCACAGGAGAAGGTGGGTGCCCAGCAGATCCAGGAGGCTCAAGCCATCCCTGT

46 L S P L S C L K DR KDTF GFP QEKVGAQQI QEAQA 1 PV
799 CCTGACTGAGCTGACCCAGCAAATCCTGACCCTCTTCACATCAAAGGACTCATCTGCTGCT TGGAATGCAACCCTCCTAGACTCATTCTGCAATGACCTC
79« L T E L T Q Q I L TLFTSIKDSS SAAWNATIULTULUDS ST FT CNDIL

Pvull (901)
899 CACCAGC T GCTCAATGACCTG CAAGGCTGTCTGATGCAGCAGGTAGAGATACAGGCAC TTCCCCTGACCCAGGAAGACTCCCTGCTGGCTGTGAGG
113* H Q L L N DL Q G CLMQQVE Il QAL UPLTA QQET DS STLTLAVWVTHR
995 ACATACTTCCACAGGATCACTGTGTT CCTGAGAGAGAAGAAACACAGCCCCTGTGCCTGGGAGGTGGTCAGAGCAGAAGTCTGGAGAGCCCTGTCTTCCT
145 T Y F H R I T V F L R E K K HS P CAWTEVVRAEVWR RA AL S S

Mscl (1138)

BstXI (1097) Nhel (1132)
1095 CAGCCAAGTTGCTGGCAAGACTGAGTGAGGACGAGTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCA
178#S A K L L A R L S E D E e

Hpal (1270) Mfel (1281)
1195 GTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCAT

EcoRI (1366)
1295 TTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACT
-

1395 TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC

SapIl (1548)
1495 TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC

SspI  (1605) Swal (1619) Eco01091 (1680)
1595 CTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT

1695 ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTG
414 ¢ N R T Y K
Sacl (1880)
1795 AGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACA
1344 P | L E E I T T K V L K GNWME I L VF CDUPAYDS 1l L ERCWM
BstXI (1909)
1895 TGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCAC
1924 G ¢ P S V VR I S R DV E D S Y P HRVAV I TDFDI K QGNS V
Stul (2044)
1995 AGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATG
6848 A S G I A I A E A CV TV RGI YAEI HVAS I | EGTIK TR I
Xmnl (2186)
2095 GCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCT
344A A G V H H K NDE Y LM T 1 KETAVEVLTETILUDA QQSI NFTHK
Asel (2252)
2195 TCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCT
11 M - -
Sacl (2309)
2295 GACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAA

Spel (2407)
2395 GTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATG
_— -




2495

2595

2695

2795

2895

2995

3095

3195

3295

3395

3495

3595
3695

SnaBI (2535)
TACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCC

Ndel (2640)
AGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCAC

CCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGG

Pacl (2826)
PstI  (2819)

Sdal (2818) BspLUI1I (2836)
CCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGC
-

GTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTT

CCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATA

ApaLI (3150)
GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT

ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTG

GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCC

Eagl (3586)
Pacl (3566) Swal (3575) NotI (3585)
TTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCA

ATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACT
AGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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