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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Neol (560)
BStEIl (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCTAGGCTCTGTGCTTTCCTGATGGTCCTGGCGGT

[ 1*» M A R L C A F LM VL AV

Mscl (610) Bsu36l (654)

601 GCTGAGCTACTGGCCAACCTGCTCTCTAGGATGTGACCTTCCTCAGACTCATAACCTCAGGAACAAGAGAGCCTTAACCCTCCTGGTAAAAATGAGGAGA
13 L S Yw?®eTTCS SULGT CDULU®P QTHNLI RNIKI RALTTLTLVKMTR RR
701 CTCTCCCCTCTCTCCTGCCTGAAGGACAGAAAGGACTTTGGATTCCCACAGGAGAAGGTGGGTGCCCAGCAGATCCAGGAGGCTCAAGCCATCCCTGTCC
47k L S P L S C L K DR KDTFGTFUPQEIKVGAQQI QEAQA 1 P V
EcoO1091 (818) BstAPI (856)
801 TGAGTGAGCTGACCCAGCAGGTCCTGAACATCTTCACATCAAAGGACTCATCTGCTGCATGGAATGCAACCCTCCTAGACTCATTCTGCAATGAAGTCCA
8oL S E L T Q Q VLNI FTSKWDSSAAWNATIULTLTDT ST FT CNTE VH
901 TCAGCAGCTCAATGACCTCAAAGCCTGTGTGATGCAACAGGTCGGGGTGCAGGAATCTCCCCTGACCCAGGAAGACTCCCTGCTGGCTGTGAGGAAATAC
113* Q Q L N D L K A CVMAQQVGVQESUPLTA QET DS STULTLAVR RIKY
Hpal (1096)
1001 TTCCACAGGATCACTGTGTACCTGAGAGAGAAGAAACACAGCCCCTGTGCCTGGGAGGTGGTCAGAGCAGAAGTCTGGAGAGCCCTGTCTTCCTCAGTTA
147 F H R I T VY L R E K K HSPCAWEVVRAEUVWRALS S SV
Mscl (1156)
Nhel (1150)
1101 ACTTGCTGGCAAGATTGAGCAAGGAGGAGTGAGTCCTGAGCCAAAGTGTAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCAC
180N L L A R L S K E E e

Hpal (1288)  Mfel (1299)
1201 AACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAAC

EcoRI (1384)
1301 AATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAG
- -

1401 CATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAG

1501 CTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGAC

SspI  (1623) Swal (1637) Eco01091
1601 CTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAG

1701 GCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTC
4494 o N
Sacl (1898)
1801 CTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGA
1384R T Y K L P I L E E I T T K VL K GNMTE I L VF CDZPAYDS I L
BstXI (1927)
1901 GCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTG
1054 E R C M G C P S V VR I S R DVEDSYUPHURVAVI TDFDIK Q
Stul (2062)

2001 CCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTC
724 G N S VA S G 1 A1l A EACVTVZRGI YATETIHVASIIETGT
2101 TTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGA
384K T R | A A G V HHIKNUDTETYLMTI KETAVEUVTLTETLTDTGQAQS

BspHI (2212) Asel (2270)
2201 TGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTC
54 N F T K M - -
Sacl (2327)
2301 TCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACG

Spel (2425)
2401 ACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCA
-

SnaBI (2553)
2501 CGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACT




2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601
3701

Ndel (2658)
GGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCG

TAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGT

Pacl (2844)
Pstl (2837)

Sdal (2836) BspLU111 (2854)
CAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGC
e

CGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGA

TACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGG

ApaLI (3168)
CGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTG

CGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTAT

GTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCG

GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATC

Pacl (3584) Swal (3593)
TCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAA

Eagl (3604)

NotI (3603)
TC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAA
ACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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