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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
BStEII (555)
Agel (552) Neol (560)
501 CTGAGATCACCGGTCACCATGGCTAGGCTCTGTGCTTTCCTGATGACCCTGCTAGT
> 1*M A RLCATFLMTL LV
Bsu36l (654)

601 GATGAGCTACTGGTCAACCTGCTCTCTAGGATGTGACCTGCCTCAGACTCATAACCTCAGGAACAAGAGAGCCTTGACCCTCCTGGTACAAATGAGGAGA
3 M S YW S T C S L GCODULZPOQTHNTILTR RNIEKT RATLTTLTLVAQMTR RR
701 CTCTCCCCTCTCTCCTGCCTGAAGGACAGAAAGGACTTTAGATTCCCCCAGGAGAAGGTGGATGCCCAGCAGATCCAGAATGCTCAAGCCATCCCTGTCC
47* L S P L S C L KD RKUD F RTFPQETZKVYVDAQQTIQNAQA I PV
Xmnl (825)
Eco01091 (818) Nsil (863)
801 TACAAGAGCTGACCCAGCAGGTCCTGAACATCTTCACATCAAAGGACTCATCTGCTGCTTGGGATGCATCCCTCCTAGACTCATTCTGCAATGACCTCCA
8L Q E L T QQV LN I FTSKDSSAAWTDA ASTLTLDTSTFTCNTDLH
901 TCAGCAGCTCAATGACCTCAAAGCCTGTGTGATGCAGGAGGTGGGGGTGCAGGAACCTCCCCTGACCCAGGAAGACTACCTGCTGGCTGTGAGGACATAC
113* Q Q L N D L K A CVMOQEV GV QEZ PTPLTO QETDTYTLTLAVR RTY

BstXI (1097)
1001 TTCCACAGGATCACTGTGTACCTGAGAGAGAAGAAACACAGCCCCTGTGCCTGGGAGGTGGTCAGAGCAGAAGTCTGGAGAGCCATGTCTTCCTCAGCCA
147 F H R I T VY L R EK K H S PCAWEVV RAEVW RAMS S S A
Mscl (1141)
Nhel (1135)

1101 AGTTGCTGGCAAGACTGAGTGAGGAGAAGGAGTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTG
180K L L A R L S E E K E o

Hpal (1273)  Mfel (1284)
1201 AAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTT

EcoRI (1369)
1301 ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTA
- -

1401 ACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCA

Sapl (1551)
1501 CCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTT

Sspl (1608) Swal (1622) Eco0O1091 (1683)
1601 TTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATC

1701 CCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGG
414 ¢ N R T Y K L
Sacl (1883)
1801 GGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGC
1334P | L E E I T T KV LK GNWMTE I LV FCDUPAYU DS I L EURT CMG
BstXI (1912)
1901 CACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGC
904 C P SV V R I S RDV ED S YPH RVAV I TDFDIZKI QGNSVA
Stul (2047)
2001 AGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCC
674 S G I A I A EACV TV RG Il YAEIHVAS Il I EGTIZKTR I A
Xmnl (2189)
2101 GCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCA
334A G V H H K ND E Y LMT I K ETAV EV L ELDI QQS I N FTKWM
Asel (2255)
2201 TGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGAC
01 - -l
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Sacl (2312)
GGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTC

Spel (2410)

CCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTAC

<

SnaBI (2538)
TGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGG

Ndel (2643)
CGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCA

TTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCA

Pacl (2829)
PstI (2822)
Sdal (2821) BspLU11I (2839)
TTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTT
-

TTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC

CCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT

ApaLlI (3153)
CACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAA

CTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACA

GAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTA

GCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTT

Eagl (3589)
Pacl (3569) Swal (3578) NotI (3588)
GATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATA

AAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGC
AAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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