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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAGTGAGGTCAACCGGGAATCTCTGGAAGCGATCCT
[ 1* M S E V NR E S L E A I L
Ndel (658)
Pvull (604) BstXI (653)

601 TCCACAGCTGAAGTGCCATTTCACCTGGAATTTATTCAGGGAAGGAAGTATGTCCAGTCATATGGAAGACAGGGTGTGCAACCAGGTCGAACATTTAAAC
13 P Q L K CHFTWNLTF R RES GSMSSHMETDI RV CNA QVEHTLN
701 TCTGAGGAGAAGGCAACAATGTATGACTTATTGGCCTACATAAAGCACCTAGATGGCGAAAGCAAGGCCGCCCTGGAGTGCTTAGGGCAAGCTGAAGATT
47 S E E K AT MY DULULAY |l KHULUDSGTESI KA AALTETCLGOQATETD
BstEII (843)
Sall (836)
801 TAAGGAAGTCAGAGCACAATGATCAATCAGAAATTCGTCGACTGGTCACCTGGGGAAACTACGCCTGGATCTACTATCACATGGGCCGTCTCTCAGAAGC
8oL R K S E HND QS EI RRLVTWSGNYA AMWTI Y Y HMGR RIL S EA
BstAPI (956)
901 TCAGGCTTACGTTGACAAGGTGAGACAAGTTTGCCAAAAGTTTGCGAATCCTTACAGCATGGAATGCCCAGAACTTGAATGTGAGGAAGGATGGACACGC
113* Q A Y V. D K VR Q V C Q K F A NPY SMETCUPETLTETCETETGMWTR
Mscl (1088)

Xbal (1047) EcoO1091 (1064) BsaBI (1086)
1001 CTAAAGTGTGGAAGAAATGAACGAGCAAAAATGTGCTTTGAAAAGGCTCTAGAAGAGAAGCCAAAGGACCCAGAGTGCTCCTCTGGGATGGCCATCGCCA
147 L K C G R N E R A KM CF E KA L E E KWPKDZPET CSSGMAI A

Ncol (1157)
1101 TGTTCCGCCTAGAAGAAAAACCTGAGAAGCAGTTCTCCGTGGATGCTCTGAAGCAGGCCATGGAGTTGAATCCTCAGAACCAGTACCTGAAAGTTCTCCT
180kM F R L E E K P E K Q F S VDALI KU QAMTETLNZPIO QN QYL K VL L
1201 GGCCCTGAAACTGCTGAGGATGGGAGAAGAAGCTGAAGGGGAGCGATTGATTAAAGATGCTTTGGGGAAAGCTCCTAATCAAACGGATGTCCTCCAAAAG
213 A L K L L RM GETEATEGET RTLI KDALGI KA APNA QTUDVL QK
BSstEII (1324)
1301 GCAGCTCAGTTTTACAAGAAAAAGGGTAACCTAGACAGAGCTATTGAGTTACTTGGAAAAGCACTGCGATCCACAGTGAACAACAGTCCTCTCTACTCTT
247 A A Q F Y K K K G NL DRA 1l ELL GIKA AL RSTUVNNSU®PIL Y S
1401 TGGTCATGTGCCGTTACAGGGAAATACTGGAGCAGCTACAGAATAAAGGAGATGCTGACAGCAGTGAGAGAAGACAGAGGATGGCAGAACTGAGACGATT
280kL VM C R Y R E I L E QL QNIKGDADSSEUZ RI RI QRMATETLR RR RIL
Clal (1567)
BglII (1560) BsaBI (1599)
1501 AACGATGGAGTTCATGCAGAAGACTCTTCAGAGGAGGCGAAGTCCTTTGAACTCCTACTCAGATCTCATCGATTTCCCGGAAGTAGAGAGATGCTATCAG
313 T M E FM Q K TL QR RRSPLNSYSODL I DFUPEVETRTCYNAQ
Ecod47II1 (1649)
1601 ATGGTCATCAGTAAGGAGAGCCCCGATGTTGAGGAAGAAGACCTCTATGAGCGCTATTGCAACCTCCAGGAGTACCACAGGAAGTCTGAAGACCTCGCAG
347 M V | S K E S P DV EEEUDTULYERYCNLI QEYHR RIKSETDTLA
BglIl (1779)
1701 CCCTGGAGTGTTTGTTGCAATTTCCCAGAAATGAAAGGTCAATCGAGAAGGAAGAGGTTAAAGAGCAAACATAGCAAGCAGATCTTAACCTCCAGTAGCA
380PA L E C L L Q F P R NE R S I E KETEV KEQT e
Mscl (1806)
Nhel (1800)
1801 GCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTA

Hpal (1938) Mfel (1949)
1901 TTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTT

EcoRI (2034)
2001 TTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCT
- -

2101 GAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTT

Sspl  (2273) Swal (2287)
2201 CCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATC

EcoO1091 (2348)
2301 ATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGA




2401 ACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTT
1414 ¢ N R T Y K L P I L E E | T T K V L K
Sacl (2548) BstXI (2577)

2501 GCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACC
1224 G N M E | L VF CDPAYDJS 11 L ERT CMSGT C®PSVVZ R Il SR DV
2601 TCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGA
884E D S Y P HR VAV I T DFDI K QGNSVASGI A1l AEATCVTV

Stul (2712)

2701 CCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCAT
554 R G I Y A E | HV A S 1 I EGTI KT RI AAGVHUHTIKNUDTEY LM
2801 GGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTAT

224 T | K E T AV EVLETLUDG QQS I NFTHKM=-
Asel  (2920) Sacl (2977)
2901 GCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCC
—

Spel (3075)
3001 CACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGA
-

3101 CGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGAC

SnaBI (3203)
3201 TAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGC

Ndel (3308)
3301 GTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTA

Pacl (3494)
Pstl (3487)
Sdal (3486)

3401 TGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATT

BspLU11I (3504)
3501 AAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACA
e

3601 AAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGAC

3701 CCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTT

ApaLl (3818)
3801 CGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACT

3901 TATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACAC

4001 TAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGC

4101 GGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACG

Eagl (4254)
Pacl (4234) Swal (4243) NotI (4253)
4201 AAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGT

4301 TTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCA
4401 GAACATTTCTCTATCGAA
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