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pUNO1-mIFIT1
(4597 bp)

BsrS2
SV40 p(A)(h) ßglobin p(A)

pMB1 ori

hEF1-HTLV prom

hCMV enh

hCMV prom

EM7

mIFIT1 (ISG56,IFI56)

SgfI (6)
PvuI (7)

MfeI (82)
Psp1406I (203)

HindIII (245)
Bsu36I (291)

NgoMIV (441)
KasI (535)

AgeI (552)
BstEII (555)
NcoI (560)
BstEII (580)
Tth111I (583)

PstI (775)

NcoI (1031)

XbaI (1140)
HindIII (1210)
BspLU11I (1230)
BstAPI (1271)
SspI (1310)
SapI (1342)
EcoO109I (1360)

BspHI (1506)
XcmI (1538)

BbsI (1711)

NheI (1979)
MscI (1985)

HpaI (2117)
MfeI (2128)

EcoRI (2213)SapI (2395)
SspI (2452)

SwaI (2466)
EcoO109I (2527)

SacI (2727)
BstXI (2756)

StuI (2891)

XmnI (3033)
BbsI (3037)

AseI (3099)
SacI (3156)

SpeI (3254)

SnaBI (3382)

NdeI (3487)

SdaI (3665)
PstI (3666)
PacI (3673)

BspLU11I (3683)

ApaLI (3997)

PacI (4413)
SwaI (4422)

NotI (4432)
EagI (4433)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGGAGAGAATGCTGATGGTGACCAGGTCATGGAGAA

TCTGCTTCAGCTGAGATGTCACTTCACATGGAAGCTGCTATTTGAAAATAATGACATACCTGATTTGGAAGTGAGAATCTCAGAGCAGGTCCAGTTCCTT

GACATCAAGAACCCATTGGGGATGCACAACCTCCTGGCCTACGTGAGGCACCTGAAAGGCCAGCAGGACGAAGCCCTGCAGAGCTTGAAAGAAGCTGAAG

CCTTGATCCAGAGCGAGCAGCTGAGCAAGAGAAGCCTGGCGACCTGGGGCAACTGTGCCTGGCTGCATTACCACAGGGGCAGCTTGGCAGAAGCCCAGGT

CTACCTGGACAAGGTGGAGAAGGTGTGCAAGGAATTTTCAAGTCCCTTCCGCTACAGGCTGGAGTGTGCTGAGATGGACTGTGAGGAAGGCTGGGCCTTG

CTGAAGTGTGGAGGAGGAAATTATAAACAAGCCATGGCCTGCTTTGCGAAGGCTCTGAAAGTGGAGCCAGAAAACCCTGAGTACAACACTGGCTATGCAG

TCGTAGCCTATCGCCAAGATTTAGATGACAACTTTATTTCTCTAGAACCTTTGAGGAAGGCTGTCCGGTTAAATCCAGAAGATCCATACCTTAAAGTTCT

CCTTGCCCTAAAGCTTCAGGATTTAGGAGAACATGTTGAAGCAGAAGCACACATTGAAGAAGCCCTCAGCAGCACATCTTGCCAAAGCTATGTCATTCGC

TATGCAGCCAAATATTTCCGTAGGAAACATCGCGTAGACAAAGCTCTTCATCTTCTAAACAGGGCCTTGCAGGCATCACCTTCCTCTGGCTACTTACATT

ATCAAAAAGGGCTCTGCTACAAGCAACAAATCTCCCAACTGAGGACATCCCGAAACAGGCAGCCCAGAAGGCAGGACAATGTGCAAGAATTGGCACAACA

GGCCATTCATGAATTTCAAGAGACTTTGAAACTGAGGCCCACATTTGAGATGGCCTATGTTTGCATGGCTGAAGTGCAGGCAGAAATTCACCAGTATGAA

GAAGCAGAGAGAAATTTCCAGAAGGCACTGAACAACAAGACCCTCGTGGCTCACATAGAGCAGGATATTCACCTCCGCTATGGCCGTTTCCTACAGTTTC

ATAAGCAGTCAGAAGACAAGGCAATCACCCTCTACTTAAAAGGTCTAAAAGTGGAAGAGAAGTCCTTTGCTTGGAGGAAACTACTGACTGCTTTGGAGAA

AGTGGCTGAAAGACGTGTTTGTCAGAATGTTCATCTTGTAGAGAGTACCAGCCTTCTTGGGCTAGTCTACAAACTGAAAGGGCAAGAGAAAAATGCTCTG

TTTTACTATGAGAAGGCACTGAGGCTCACTGGGGAAATGAACCCTGCATTCTGAATGCAGCTCACCTCTGTGACGTTAAGCTAGCTGGCCAGACATGATA

AGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTA

TAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTA

CAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGG

CATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCT

TCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTT

TTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACA

GCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCAC
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SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) HindIII (245) Bsu36I (291)

NgoMIV (441)
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BstEII (555)
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EcoO109I (2527)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601
141

1
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AAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTG

ACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAA

TGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGAC

CTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGA

TTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCC

ATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTG

GAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCA

AGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACT

TGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTG

ACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGC

CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGA

GGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCT

GTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTG

CACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCA

CTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTAT

CTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAG

CAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTT

TGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTA

ACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 F   C   D  P   A   Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   
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