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Bbsl (1711)
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MscI (1985)
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Sapl (2395) georr ' (2213)

C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)
401

Ncol (560)
BstEII (555) Tth111I (583)
Kasl (535) Agel (552) BStEII (580)

501 CTGAGATCACCGGTCACCATGGGAGAGAATGCTGATGGTGACCAGGTCATGGAGAA

- 1M G E NA DGD QVME N
601 TCTGCTTCAGCTGAGATGTCACTTCACATGGAAGCTGCTATTTGAAAATAATGACATACCTGATTTGGAAGTGAGAATCTCAGAGCAGGTCCAGTTCCTT

13* L L Q L R CHTFTWIKTULIULTFENNDIU®PDTLTEVHR RI SEIOQVQFL
Pstl (775)

701 GACATCAAGAACCCATTGGGGATGCACAACCTCCTGGCCTACGTGAGGCACCTGAAAGGCCAGCAGGACGAAGCCCTGCAGAGCTTGAAAGAAGCTGAAG
47" D I K NP L GMHNULILAY VRHLIKS G QQDTEALIOQSTLKTEATE
801 CCTTGATCCAGAGCGAGCAGCTGAGCAAGAGAAGCCTGGCGACCTGGGGCAACTGTGCCTGGCTGCATTACCACAGGGGCAGCTTGGCAGAAGCCCAGGT
80A L I Q S E QL S KR SLATWGNTZ CAWTLUHYHRSGS SILATEAA~GQV

901 CTACCTGGACAAGGTGGAGAAGGTGTGCAAGGAATTTTCAAGTCCCTTCCGCTACAGGCTGGAGTGTGCTGAGATGGACTGTGAGGAAGGCTGGGCCTTG
113 Y L D K V E K v C K E F S S P F R Y R L ET CATEMUDTECETEGWAL
Neol (1031)
1001 CTGAAGTGTGGAGGAGGAAATTATAAACAAGCCATGGCCTGCTTTGCGAAGGCTCTGAAAGTGGAGCCAGAAAACCCTGAGTACAACACTGGCTATGCAG
147k L K C G G G N Y K Q AMA CFAIKA ALKV EWPENZPEYNTGYA
Xbal (1140)
1101 TCGTAGCCTATCGCCAAGATTTAGATGACAACTTTATTTCTCTAGAACCTTTGAGGAAGGCTGTCCGGTTAAATCCAGAAGATCCATACCTTAAAGTTCT
180V V A Y R Q DL DDNTF I SLE®PLI RIKAVZ RILNZPTETUDTPY L K VL
HindIII (1210) BspLUI11I (1230) BstAPI (1271)
1201 CCTTGCCCTAAAGCTTCAGGATTTAGGAGAACATGTTGAAGCAGAAGCACACATTGAAGAAGCCCTCAGCAGCACATCTTGCCAAAGCTATGTCATTCGC
213 L A L K L Q DL GEWHVEATEAMHI EEALSSTSTCQSY VIR
SsplI (1310) Sapl (1342) EcoO1091 (1360)
1301 TATGCAGCCAAATATTTCCGTAGGAAACATCGCGTAGACAAAGCTCTTCATCTTCTAAACAGGGCCTTGCAGGCATCACCTTCCTCTGGCTACTTACATT
247" Y A A K Y F R R KHRVDIKALUHLILNIRALI QASUPS S G Y L H
1401 ATCAAAAAGGGCTCTGCTACAAGCAACAAATCTCCCAACTGAGGACATCCCGAAACAGGCAGCCCAGAAGGCAGGACAATGTGCAAGAATTGGCACAACA
280kY Q K G L C Y K QQ1l S QL RTSI RNI R QPRI RIOQDNWVQETLAAGQNAQ
BspHI (1506) XemlI (1538)
1501 GGCCATTCATGAATTTCAAGAGACTTTGAAACTGAGGCCCACATTTGAGATGGCCTATGTTTGCATGGCTGAAGTGCAGGCAGAAATTCACCAGTATGAA
313 A | HE F QE T L KL RWPTTFEMAYVCMATEVQATEITI HQYE
1601 GAAGCAGAGAGAAATTTCCAGAAGGCACTGAACAACAAGACCCTCGTGGCTCACATAGAGCAGGATATTCACCTCCGCTATGGCCGTTTCCTACAGTTTC
347k E A E R NF Q K AL NNIKTULVAMHI E QDI HLRY GRF L QTF
Bbsl (1711)
1701 ATAAGCAGTCAGAAGACAAGGCAATCACCCTCTACTTAAAAGGTCTAAAAGTGGAAGAGAAGTCCTTTGCTTGGAGGAAACTACTGACTGCTTTGGAGAA
380kH K Q S E D K A I T L Y L KGULIKVETEIKSTFAWRIKTLILTATLE K
1801 AGTGGCTGAAAGACGTGTTTGTCAGAATGTTCATCTTGTAGAGAGTACCAGCCTTCTTGGGCTAGTCTACAAACTGAAAGGGCAAGAGAAAAATGCTCTG
413 V A E R RV CQNVHLVESTS SLULSGLVYKILI KGO QETIKNA/L
Mscl (1985)
Nhel (1979)
1901 TTTTACTATGAGAAGGCACTGAGGCTCACTGGGGAAATGAACCCTGCATTCTGAATGCAGCTCACCTCTGTGACGTTAAGCTAGCTGGCCAGACATGATA
447 F Y Y E K A L R L T G EMNUP A F o _—
2001 AGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTA

Hpal (2117) Mfel (2128)
2101 TAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTA

EcoRI (2213)
2201 CAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGG
D — -

SaplI (2395)
2301 CATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCT

Sspl (2452) Swal (2466)
2401 TCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTT

EcoO1091 (2527)
2501 TTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACA

2601 GCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCAC
414 ¢ N R T Y K L P I L E E I T T K VL K G NWME I L V




Sacl (2727) BstXI (2756)
2701 AAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTG
1154 F ¢ D P A Y D S I L ERCMGT CZPSV VR I SRDVETDTSTYPHTR
Stul (2891)
2801 ACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAA
814V A vV I T D F DK Q G NS VASGI A Il AEACVTVUZ RGI Y ATE
2901 TGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGAC
484 H V A S | | E G T K TR I A A GV HHIKNDTETVYTLMTI KETAV
BbsI (3037)
Xmnl (3033) Asel (3099)
3001 CTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGA
154 E VL E L D QQS I NFTI KM -

Sacl (3156)
3101 TTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCC
o

Spel (3254)
3201 ATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTG
e

SnaBI (3382)
3301 GAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCA

Ndel (3487)
3401 AGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACT

3501 TGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTG

Pacl (3673)
PstI (3666)

Sdal (3665) BspLU11I (3683)
3601 ACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGC
-

3701 CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGA

3801 GGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCT

ApaLlI (3997)
3901 GTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTG

4001 CACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCA

4101 CTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTAT

4201 CTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAG

4301 CAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTT

Eagl (4433)
Pacl (4413) Swal (4422)  Notl (4432)
4401 TGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTA

4501 ACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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